Additional file 3: Table S2. Susceptibility of recoded HIV-1 variants to rewers

transcriptase and protease inhibitors.

IC50 (M)
AZT TNF-DF NFV DRV ATV APV
HIV-Pwt 1533+3,61 27,32+541 1144+468 114031  3,19+0,74 14,43 +129
29,02+3,65 3683+731 1263+331 293+0,07 357+1 1511272
HIV-Pmax (1,89) (1,35) 1.1) (1,73) (1,12) (1,05)
1825+9,5 34,18+1,94 13,73+723 212+0,96 357+0,53 18,47 +1,69
HIV-PminA (1,19) (1,25) 1.2) (1,25) (1,12) (1,28)
14,07 +8,10 33,98+3,36 12,01+1,80 283+020 302+0,74 17,68+203
HIV-PminB (0,92) (1,24) (1,05) (1,67) (0,95) (1,22)
16,08+6,94 3428+4,76 12,03+432 303051 3,62+0,65 17,74+229
HIV-PminC (1,05) (1,25) (1,05) (1,79) (1,13) (1,23)
1424 +502 2881+420 984+271 277+025 441+049 16,38+2091
HIV-PminBC (0,93) (1,05) (0,86) (1,64) (1,38) (1,13)
HIV-Gwt 6,06+1,14 1830+341 993+304 230F1 444+128 1356+1,98
6,68+212 13,64+885 339+126 174+124 208+096 8,11+4,96
HIV-GminA (1,10) (0,75) (0,34) (0,73) (0,47) (0,60)
12,19+1,96 2873+8,86 10,14+803 259+0,69 425+0,82 14,66+163
HIV-GminB (2,01) (1,57) (1,02) (1,09) (0,96) (1,08)
8,64+330 27,31+923 866+4,36 220+014 3,13+154 12,63 +2,04
HIV-GminD (1,42) (1,5) (0,87) (0,93) 0,7) (0,93)

The IC50 values represent averages + standardtesaf at least three tests. The fold

increase in IC50 relative to the wild type HXB2usrcontrol is shown between

parentheses.



