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INTRODUCTION AND HISTORICAL OVERVIEW

Forensic genetics is the branch of biology that uses genetic techniques in order to help out legal authorities in solving cases.
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-STR are the most commonly used markers.

-mtDNA and Y-STR are mainly used in lineage construction and sex discrimination.

-STR research is advancing with the discovery of new markers and the development of smaller amplicons (miniSTR).
-New types of markers are emerging (X chromosome markers, indel polimorphisms, methylation patterns).

-The future of forensic genetics might be markers with high genotypic — phenotypic correlation (i.e. eye color).

-SNP marker use is not yet extended due to its limitations (mostly biallelic).

-Forensic genetics highly relies on the use of databases to obtain and compare significant results.
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