
Please, find in this document the measured IPTG distribution profiles of the nine 
fermentations induced with IPTG when 20 g DCW·L-1 were achieved. 

 

Figure Error! No hi ha text de l'estil especificat en el document..1 IPTG distribution 
profiles in medium in terms of amount (µmol) along with the biomass evolution (A) and 
in terms of concentration (µM) (B) after induction of RhuA overexpression with 8 µM 
IPTG. Solid line indicates the fitted curve. Fermentation code: FB1 

 

Figure Error! No hi ha text de l'estil especificat en el document..2 IPTG distribution 
profiles inside the biomass in terms of amount (µmol·g-1DCW) along with the specific 
RhuA production (A) and in terms of concentration (µM) (B) after induction of RhuA 
overexpression with 8 µM IPTG. Fermentation code: FB1 

 

Figure Error! No hi ha text de l'estil especificat en el document..3 Calculated IPTG 
distribution profiles inside the biomass in terms of amount (µmol·g-1DCW) along with 
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the specific RhuA production (A) and in terms of concentration (µM) (B) after 
induction of RhuA overexpression with 8 µM IPTG. Fermentation code: FB1 

 

 

Figure Error! No hi ha text de l'estil especificat en el document..4 IPTG distribution 
profiles along time after induction of RhuA overexpression with IPTG 10 µM. (A) in 
medium in terms of amount (µmol) along with the biomass evolution, (B) in terms of 
concentration (µM) and the obtained fitted curve, (C) inside the biomass in terms of 
amount (µmol·g-1DCW) along with the specific RhuA production, (D) inside the 
biomass in terms of concentration (µM) and, (E) calculated inside the biomass in terms 
of amount (µmol·g-1DCW) along with the specific RhuA production and (F) calculated 
inside the biomass in terms of concentration (µM). Fermentation code: FB2 

 

 

Time after induction (h)

0 1 2 3 4 5

[IP
T

G
] in

tr
ac

el
 (

µ M
)

0

50

100

150

200

250

300

Time after induction (h)

0 1 2 3 4 5

(µ
m

ol
 IP

T
G

·g
-1

D
C

W
) ca

lc

0,00

0,02

0,04

0,06

0,08

R
hu

A
 (

m
g·

g-1
D

C
W

)

0

20

40

60

80

100

120

140

160

180

IPTG intracellular
RhuA

Time after induction (h)

0 1 2 3 4 5

[IP
T

G
] in

tr
ac

el
 c

al
c 

(µ
M

)

0

10

20

30

40

Time after induction (h)

0 1 2 3 4 5

(µ
m

ol
 IP

T
G

·g
-1

D
C

W
)

0,0

0,1

0,2

0,3

0,4

0,5

0,6

0

20

40

60

80

100

120

140

160

180

IPTG intracellular
RhuA

Time after induction (h)
0 1 2 3 4 5

[IP
T

G
] m

ed
iu

m
 (

µ M
)

0

2

4

6

8

10

12

14

Time after induction (h)

0 1 2 3 4 5

IP
T

G
 in

 m
ed

iu
m

 (
µm

ol
)

0

2

4

6

8

10

D
C

W
 (

g·
L-1

)

15

20

25

30

35

40

45
IPTG in medium
DCW

A B

C D

E F

R
hu

A
 (

m
g·

g-1
D

C
W

)



 

Figure Error! No hi ha text de l'estil especificat en el document..5 IPTG distribution 
profiles along time after induction of RhuA overexpression with IPTG 20 µM. (A) in 
medium in terms of amount (µmol) along with the biomass evolution, (B) in terms of 
concentration (µM) and the obtained fitted curve, (C) inside the biomass in terms of 
amount (µmol·g-1DCW) along with the specific RhuA production, (D) inside the 
biomass in terms of concentration (µM), (E) calculated inside the biomass in terms of 
amount (µmol·g-1DCW) along with the specific RhuA production and (F) calculated 
inside the biomass in terms of concentration (µM). Fermentation code: FB3 
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Figure Error! No hi ha text de l'estil especificat en el document..6 IPTG distribution 
profiles along time after induction of RhuA overexpression with IPTG 40 µM. (A) in 
medium in terms of amount (µmol) along with the biomass evolution, (B) in terms of 
concentration (µM) and the obtained fitted curve, (C) inside the biomass in terms of 
amount (µmol·g-1DCW) along with the specific RhuA production, (D) inside the 
biomass in terms of concentration (µM), (E) calculated inside the biomass in terms of 
amount (µmol·g-1DCW) along with the specific RhuA production and (F) calculated 
inside the biomass in terms of concentration (µM). Fermentation code: FB4 
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Figure Error! No hi ha text de l'estil especificat en el document..7 IPTG distribution 
profiles along time after induction of RhuA overexpression with IPTG 54 µM. (A) in 
medium in terms of amount (µmol) along with the biomass evolution, (B) in terms of 
concentration (µM) and the obtained fitted curve, (C) calculated inside the biomass in 
terms of amount (µmol·g-1DCW) along with the specific RhuA production and (D) 
calculated inside the biomass in terms of concentration (µM). Fermentation code: FB5. 
Note: Intracellular samples could not be analyzed and some of the medium samples 
were missed. 
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Figure Error! No hi ha text de l'estil especificat en el document..8 IPTG distribution 
profiles along time after induction of RhuA overexpression with IPTG 100 µM. (A) in 
medium in terms of amount (µmol) along with the biomass evolution, (B) in terms of 
concentration (µM) and the obtained fitted curve, (C) inside the biomass in terms of 
amount (µmol·g-1DCW) along with the specific RhuA production, (D) inside the 
biomass in terms of concentration (µM), (E) calculated inside the biomass in terms of 
amount (µmol·g-1DCW) along with the specific RhuA production and (F) calculated 
inside the biomass in terms of concentration (µM). Fermentation code: FB6 
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Figure Error! No hi ha text de l'estil especificat en el document..9 IPTG distribution 
profiles along time after induction of RhuA overexpression with IPTG 200 µM. (A) in 
medium in terms of amount (µmol) along with the biomass evolution, (B) in terms of 
concentration (µM) and the obtained fitted curve, (C) inside the biomass in terms of 
amount (µmol·g-1DCW) along with the specific RhuA production, (D) inside the 
biomass in terms of concentration (µM), (E) calculated inside the biomass in terms of 
amount (µmol·g-1DCW) along with the specific RhuA production and (F) calculated 
inside the biomass in terms of concentration (µM). Fermentation code: FB7 
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Figure Error! No hi ha text de l'estil especificat en el document..10 IPTG distribution 
profiles along time after induction of RhuA overexpression with IPTG 450 µM. (A) in 
medium in terms of amount (µmol) along with the biomass evolution, (B) in terms of 
concentration (µM) and the obtained fitted curve, (C) inside the biomass in terms of 
amount (µmol·g-1DCW) along with the specific RhuA production, (D) inside the 
biomass in terms of concentration (µM), (E) calculated inside the biomass in terms of 
amount (µmol·g-1DCW) along with the specific RhuA production and (F) calculated 
inside the biomass in terms of concentration (µM). Fermentation code: FB8 
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Figure Error! No hi ha text de l'estil especificat en el document..11 IPTG distribution 
profiles along time after induction of RhuA overexpression with IPTG 1000 µM. (A) in 
medium in terms of amount (µmol) along with the biomass evolution, (B) in terms of 
concentration (µM) and the obtained fitted curve, (C) inside the biomass in terms of 
amount (µmol·g-1DCW) along with the specific RhuA production, (D) inside the 
biomass in terms of concentration (µM), (E) calculated inside the biomass in terms of 
amount (µmol·g-1DCW) along with the specific RhuA production and (F) calculated 
inside the biomass in terms of concentration (µM). Fermentation code: FB9 
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