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Abstract 

A functional 29 amino acid-segment of the helix α5 from the human BAX protein has been 

engineered for production in recombinant bacteria as self-assembling, GFP-containing 

fluorescent nanoparticles, which are targeted to the tumoral marker CXCR4. These 

nanoparticles, of around 34 nm in diameter, show a moderate tumor biodistribution and 

limited antitumoral effect when systemically administered to mouse models of human 

CXCR4+ colorectal cancer (at 300 μg dose). However, if such BAX nanoparticles are co-

administered in cocktail with equivalent nanoparticulate versions of BAK and PUMA proteins 

at the same total protein dose (300 μg), protein biodistribution and stability in tumor is 

largely improved, as determined by fluorescence profiles. This fact leads to a potent and 

faster destruction of tumor tissues when compared to individual pro-apoptotic factors. The 

analysis and interpretation of the boosted effect, from both the structural and functional 

sides, offers clues for the design of more efficient nanomedicines and theragnostic agents in 

oncology based on precise cocktails of human proteins.    

 

Keywords: Human proteins; nanoparticles; nanomedicine; drug delivery; cancer; pro-

apoptotic factors 

 

Highlights  

A functional segment of BAX protein can be engineered to self-assemble as fluorescent 

nanoparticles targeted to the tumoral marker CXCR4. 

 

Despite their CXCR4 selectivity, BAX nanoparticles do not show a tumor biodistribution and 

accumulate in liver and kidney. 

 

The cocktail administration of BAX nanoparticles with equivalent PUMA and BAK constructs 

results in high tumor accumulation and potent antitumoral effect.   

 

The combined administration of BAX, PUMA and BAK nanoparticles promote potent tumor 

cell destruction with a profile different from that of any of the single pro-apoptotic factors.  
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Introduction 

Proteins are promising biopharmaceuticals because of easy biological production, full 

biocompatibility and high functional versatility that can be further tailored by genetic 

engineering [1-4]. Considering the different applications of proteins as drugs [5], their ability 

to promote cell death is of special interest in cancer treatments, which are aimed at the 

controlled destruction of tumor tissues. Toxins and venom components are among the most 

explored agents in the catalogue of cytotoxic proteins [6]. However, their non-human origin 

compromises the applicability in human therapies because of potential severe 

immunotoxicities that weaken drug safety [7, 8]. In this regard, the use of human proteins 

would represent a clear advantage over microbial, animal or plant polypeptides. Devoid of 

straightforward cytotoxic activities, more refined functions such induction of apoptosis have 

been selected as a critical functionality of antitumor drugs based on human proteins [9]. In 

this context, human pro-apoptotic factors, that are in general short amino acidic stretches, 

are suited for engineering and application as antitumoral drugs [10-13].  

 

As for conventional chemical drugs, selective cell delivery [14-20] of pro-apoptotic factors 

should allow an optimal drug delivery to disease tissues and thus minimize side toxicities 

linked to off-delivery to healthy tissues. In recent studies, we constructed self-assembling 

protein-only nanoparticles based on microbial [21], animal [22] and plant [23] toxins in 

which these agents were selectively delivered to CXCR4-overexpressing cancer cells. Such 

toxins were engineered to display a cationic peptide at the N-terminus and a histidine-rich 

peptide at the C-terminus, without losing their cytotoxic potential. Under this modular 

setting and supported by an unbalanced distribution of electrostatic charges in the protein 

[24], nanoparticles are spontaneously formed by the coordination of divalent cations in the 

media (such as Ni2+ leaking from the purification columns) with histidine residues from 

discrete polypeptidic chains [25, 26]. Because of the self-assembling process, nanosized 

toroid oligomers are generated [27] that result fully stable in the bloodstream [28, 29].  

By the systemic administration of such nanostructured toxins, a high therapeutic impact in 

animal models of human colorectal cancer and acute myeloid leukaemia was determined 

through the reduction of either tumor volume [21] or dissemination foci [23]. Similar 

nanostructured CXCR4-targeted constructs were prepared with human pro-apoptotic 

factors, namely BAK and PUMA, that promoted selective destruction of primary tumor [30] 
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when administered systemically in mouse animal models of human colorectal cancer. 

Despite their high selectivity, the tumor destruction capacities of these peptides were 

globally less potent than those shown by toxins. In an attempt to explore cost-effective 

strategies to lift antitumor capacities of tumor-targeted pro-apoptotic factors up to clinical 

requirements, we have designed and produced here a new nanostructured pro-apoptotic 

factor (the pore forming domain of the human BAX, namely BAXPORO). Acting at levels of 

the apoptotic cascade different from those of BAK and PUMA, we have tested the 

therapeutic potential of BAXPORO in colorectal cancer models. We were especially 

interested in the administration in combination with BAK and PUMA in form of a cocktail of 

self-assembling humanized protein nanoparticles, looking for enhanced or synergistic 

activities that might be therapeutically promising. 

 

Materials and methods 

Protein design, production, purification and characterization 

Synthetic genes encoding for T22-BAXPORO-GFP-H6, T22-PUMA-GFP-H6 and T22-BAK-GFP-

H6 were designed in-house fused to pET22b vector and provided by Geneart (ThermoFisher). 

All the recombinant proteins, which were named according to their modular composition, 

were produced following the same procedure. First, pET22b plasmid bearing the sequence 

of interest was transformed by heat shock in Escherichia coli Origami B strain (BL21, OmpT−, 

Lon−, TrxB−, Gor−, Novagen), due to the presence of disulphide bonds. Subsequently, cells 

were grown at 37 ºC and 250 rpm in LB medium supplemented with 100 μg/ml ampicillin 

(plasmid resistance), 15 μg/ml kanamycin and 12.5 μg/ml tetracycline (bacterial resistances). 

Protein production was induced upon addition of 0.1 mM IPTG (isopropyl-β-D-

thiogalactopyranoside) when an OD550  0.5-0.7 was reached. T22-BAXPORO-GFP-H6 and 

T22-PUMA-GFP-H6 were produced overnight at 20 ºC, whereas T22-BAK-GFP-H6 for 3 h at 

37 ºC. Bacterial cells were then centrifuged for 15 min (5,000 g at 4 ºC) and the pellet was 

kept at -80 ºC until use.  

 

In order to proceed with the protein purification, bacterial cells were thaw and resuspended 

in Wash buffer (20 mM Tris-HCl pH 8.0, 500 mM NaCl and 10 mM imidazole) in presence of 

the protease inhibitor Complete EDTA-Free (Roche Diagnostics). Bacterial membrane 

disruption was performed at 1,200 psi using a French Press (Thermo FA-078A), the obtained 
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lysates were then centrifuged for 45 min (15,000g at 4 ºC) and the soluble fraction was 

filtered in a pore diameter of 0.22 μm. All the proteins were purified due to the presence of 

the His-tag by Immobilized Metal Affinity Chromatography (IMAC) using a HiTrap Chelating 

HP 1ml column (GE Healthcare) in an AKTA purifier FPLC (GE Healthcare). When the sample 

was already loaded in the column, it was washed using 10 column volumes (CV) of Wash 

buffer and eluted stablishing a lineal gradient of Elution buffer (20 mM Tris-HCl pH 8.0, 500 

mM NaCl and 500 mM imidazole). The eluted fractions corresponding to the protein of 

interest were pooled together and dialysed against sodium carbonate buffer (166 mM 

NaCO3H pH 8) in the case of T22-BAXPORO-GFP-H6 and sodium carbonate with salt (166 

mM NaCO3H and 333 mM NaCl pH 8) in the case of T22-PUMA-GFP-H6 and T22-BAK-GFP-

H6. Moreover, all the samples were centrifuged for 15 min (15,000g at 4 ºC) to remove 

insoluble aggregates. The purity and integrity of the obtained samples was analysed by 

Western Blot and mass spectrometry (MALDI-TOF). Anti-GFP polyclonal antibody (Santa 

Cruz) was used for the immunodetection of T22-BAXPORO-GFP-H6. Finally, all the samples 

were quantified by Bradford’s assay.  

 

Dynamic light scattering and fluorescence determination 

The volume size distribution of T22-BAXPORO-GFP-H6, T22-PUMA-GFP-H6 and T22-BAK-GFP-

H6 was determined by dynamic light scattering (DLS) at 633 nm (Zetasizer Nano ZS, Malvern 

Instruments Limited, Malvern). Moreover, the GFP fluorescence emission of all the 

nanoparticles was analysed at a final concentration of 0.1 mg/ml. The measurements were 

performed by a Varian Cary Eclipse fluorescence spectrophotometer (Agilent Technologies) 

at 510 nm using an excitation wavelength of 488 nm. For comparative analyses, the intensity 

of fluorescence was corrected by protein amounts to render specific emission values. 

 

Ultrastructural characterization  

Ultrastructural characterization of nanoparticle morphometry (size and shape) was 

determined at nearly native state with two electron microscopy techniques using cryoTEM 

and FESEM. In a qualitative approach with cryoTEM, microdrops of T22-BAK-GFP-H6, T22-

PUMA-GFP-H6, and T22-BAXPORO-GFP-H6 at 0.3 mg/ml in their respective storage buffers 

were deposited in Holey carbon-coated copper grids (400 mesh), cryofixed in liquid ethane 

with an EM GP automatic plunge freezer (Leica), placed in a cryo-transfer specimen holder 
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(Gatan Inc.) and observed in a TEM JEM-2011 (Jeol) operating at 200 kV and equipped with a 

895 USC 4000 CCD camera (Gatan Inc.). Representative images of general fields and 

nanoparticle details were captured at high magnifications (from 40,000x to 150,000x). In 

qualitative and quantitative approaches with FESEM, drops of the same three samples at the 

same conditions were directly deposited on silicon wafers (Ted Pella Inc.) for one minute. 

The excess of liquid was blotted with Whatman filter paper number 1 (GE Healthcare), and 

samples were air dried for a few minutes and immediately observed without coating with a 

FESEM Merlin (Zeiss) operating at 1 kV and equipped with a high resolution in-lens 

secondary electron detector. Representative images of general fields and nanoparticle 

details were captured at high magnifications (from 100,000x to 400,000x).  

 

Cell culture and flow cytometry 

CXCR4+ cervical cancer cells (HeLa ATCC-CCL-2) were selected to observe the behaviour of 

the recombinant proteins in vitro. HeLa cells were maintained in Eagle's Minimum Essential 

Medium (Gibco®), supplemented with 10 % foetal bovine serum (Gibco®) and incubated in a 

humidified atmosphere at 37 ºC and 5 % of CO2. In order to study T22-BAXPORO-GFP-H6 

internalization, HeLa cells were cultured on 24-well plates at 3 · 104 cells/well for 24 h until 

reaching 70 % confluence. Proteins were incubated for 24 h at different concentrations (100, 

500, 1000 and 2000 nM) in presence of OptiPRO™ SFM supplemented with L-glutamine 

(Gibco®). Simultaneously, the same conditions were tested with preincubation of AMD3100 

(1 h prior to protein incubation). AMD3100 (octahydrochloride hydrate, Sigma) is a T22 

antagonist, used to block T22-CXCR4 binding and therefore assess the specificity of the 

targeted proteins. After protein incubation, cells were washed with DPBS and treated with 1 

mg/ml Trypsin-EDTA (Gibco®) for 15 min at 37 °C. This harsh protocol aimed to completely 

remove the protein that might remain externally attached to the cells. The obtained samples 

were then analysed by a FACS-Canto system (Becton Dickinson) using a 15mW air-cooled 

argon ion laser at 488 nm excitation. Experiments were performed in duplicate. For the 

comparative analysis of protein internalization, intracellular fluorescence was corrected by 

the specific fluorescence of each protein, rendering values estimative of protein amounts.  

 

Confocal laser scanning microscopy 
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Confocal microscopy was performed in order to assess protein nanoparticles uptake. HeLa 

cells were grown on Mat-Tek plates (MatTek Corporation). The day after, cells were washed 

with DPBS and proteins were added for 24 h at a final concentration of 1 μM. Upon exposure 

to the nanoparticles, cell nuclei were labelled with 5 μg/ml Hoechst 33342 (ThermoFischer) 

and the plasma membrane with 2.5 μg/ml CellMask™ Deep Red (ThermoFischer) for 10 min 

in darkness at room temperature. Confocal images of live cells were collected on an inverted 

TCS SP5 Leica Spectral confocal microscope (Leica Microsystems,) using 63× (1.4 NA) oil 

immersion objective lenses. Excitation was reached via a 405 nm blue diode laser (nucleic 

acids), 488 nm line of an argon ion laser (nanoparticles) and 633 nm line of a HeNe laser (cell 

membrane). Optimized emission detection bandwidths were configured to avoid inter-

channel crosstalk and multitrack sequential acquisition setting were used. 

 

In vivo biodistribution assays 

All in vivo experiments were approved by the institutional animal Ethics Committee of 

Hospital Sant Pau. For the biodistribution studies, five-week-old female Swiss nu/nu mice 

weighing between 18 and 20 g (Charles River, France) were used and maintained in specific-

pathogen-free (SPF) conditions. We used a subcutaneous colorectal cancer mouse model 

derived from the patient sample SP5. This model was generated by implanting 10 mg of SP5 

tumor tissue obtained from a donor animal in the subcutis of Swiss nu/nu. When tumors 

reached a volume of approximately 500 mm3, the biodistribution assays were initiated by 

the administration of each of the three different pro-apoptotic nanoparticles alone, namely 

T22-BAK-GFP-H6, T22-PUMA-GFP-H6 or T22-BAXPORO-GFP-H6, at 5 and 24 h. Each mouse 

received 300 µg single iv bolus of each nanoparticle. Then we performed biodistribution 

assays combining in a single iv injection the different pro-apoptotic nanoparticles. We 

combined either T22-BAK-GFP-H6 or T22-PUMA-GFP-H6 with T22-BAXPORO-GFP-H6, 

administering 150 µg of each nanoparticle. Then we combined all of them, as a trio, 

administering 100 µg of each for a total dose of 300 µg. Control animals were iv 

administered with 150 µl of buffer. At 5 and 24 h after the iv injection, mice were euthanized 

and subcutaneous tumors, liver and kidneys were collected. Biodistribution of GFP 

fluorescent nanoparticles was determined measuring ex vivo the fluorescence emitted by 

tumors and normal organs using the IVIS Spectrum equipment (PerkinElmer Inc). The 

fluorescent signal (FLI) was first digitalized, displayed as a pseudocolor overlay and 
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expressed as radiant efficiency. FLI values were calculated subtracting the FLI signal from the 

protein-treated mice by the FLI auto-fluorescent signal of control mice. 

 

Histopathology and Immunohistochemistry analyses 

All collected organs were fixed with 4 % formaldehyde in phosphate-buffer solution for 24 

hours. Then, the fixed samples were embedded in paraffin for the analyses. 4 µm thick 

sections were stained with haematoxylin and eosin (H&E). The expression of CXCR4 in tumor 

and non-tumor organs was assessed by immunohistochemistry using a primary antibody 

against anti-CXCR4 (1:300; Abcam). Proteolyzed PARP and the active-caspase 3 protein were 

assessed by immunohistochemistry. A primary antibody against anti-PARP p85 fragment pAb 

(1:300; Promega) or anti active-caspase 3 antibody (1:300, BD PharMigen) was used to 

incubate the tumor tissue samples for 25 min and after incubation with the secondary 

antibody. Two independent blinded counters quantified the number of stained cells per 10 

highpower fields (magnification 400x). Representative pictures were taken using Cell∧B 

software (Olympus Soft Imaging v 3.3).   

 

Assessment of mitotic, apoptotic and necrotic rates 

Tumor sections stained with DAPI were also used to assess the proliferation capacity by 

counting the number of mitotic figures per 10 highpower fields (magnification 400x). To 

assess the apoptotic effect of the nanoparticles in tumors we counted the apoptotic bodies 

in H&E and DAPI staining per 10 highpower fields (magnification 400x). DAPI staining was 

performed in Triton X-100 (0.5%) permeabilized sections that were mounted with the 

ProLong Gold antifade reagent with DAPI mounting media (Thermo Fisher Scientific). 

Samples were analysed under fluorescence microscope at a wavelength of λex = 334 

nm/λem = 465 nm. We also evaluated the percentage of necrotic areas in the H&E stained 

tumors by using Cell∧B software at 15x magnification. 

 

Statistical analysis 

Results of the number of mitotic figures, number of apoptotic bodies, tumor necrosis 

percentage and active-caspase 3 or proteolyzed PARP stained cells between evaluated 

groups were analysed using both the Student’s t-test and the Mann-Whitney U test. Data 

were reported as mean ± SEM and differences between groups were considered significant 
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at p<0.05. These differences between relevant data were indicated as # or & for statistically 

significance compared to the buffer treated group at each time or as * for statistically 

significance between the designated groups. Statistical calculations were performed using 

SPSS software. 

 

In silico modelling and visualization 

Three-dimensional models of each protein building block in aqueous environment were 

predicted using the Rosetta comparative modelling approach [31] through the Robetta web 

server (http://robetta.bakerlab.org). Protein sequences were used as query and the green 

fluorescent protein (PDB ID: 1EMA) [32] as template for comparative modelling. Parameters 

were set to 10 sampling models, 1 register shift, and a probability of 0.1 of sampling 

fragments within template regions. For all constructs, secondary structure of residues 8–10 

and 13–15 was constrained to a β-sheet, based on its characterized structure [33]. Likewise, 

α-helix regions from BAK (27–51), PUMA (29–49), and BAXPORO (28–55) were also fixed 

before modelling to retain essential secondary structure (PDB IDs: 2YV6 (69-93, BAK) [34], 

2M04 chain B (68-92, PUMA) [35] and 1F16 (106-134, BAXPORO)) [36]. After the modelling 

process, candidates with the lowest error estimate were chosen. UCSF Chimera [37] was 

used to represent three-dimensional structures and to visualize their surface hydropathicity 

patterns. 
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Results and discussion 

To explore candidates for a synergistic administration of pro-apoptotic factors with 

antitumoral potential we investigated the components of the Bcl-2 family [38], that are 

involved in the regulation of apoptotic cell death by the combined activities of anti-apoptotic 

and pro-apoptotic members (Figure 1). BH3-only pro-apoptotic proteins (BID, BIM, PUMA 

and NOXA) and multidomain proteins (BAX and BAK) share a similar globular structure with 

four BCL-2 homology regions (BH1, BH2, BH3 and BH4). BH3-only proteins are activators that 

convert BAX-BAK monomers into active BH3-exposed BAX-BAK monomers. In the activated 

form, BAX-BAK insert into the outer mitochondrial membrane (in a process mediated by BH4 

domain), oligomerize and induce mitochondrial outer membrane permeabilization (MOMP). 

Meanwhile, as BH3 activators have a dual role and they also prevent anti-apoptotic BCL-2 

proteins from sequestering BH3-exposed monomers of BAX-BAK, leading to homo-

oligomerization of BAX-BAK and subsequent pore formation [39]. Regarding the 

multifactorial complexity of apoptosis, the simultaneous delivery of pro-apoptotic 

candidates like BAK, BAX or PUMA [40], that stimulate the pro-apoptotic cascade at different 

levels, appears as a very promising alternative (Figure 1).  

 

In this context, we decided to administer an engineered version of such three proteins 

targeted to CXCR4+ cells, alone and in simultaneous intravenous injection, in a mouse model 

of human, CXCR4+ colorectal cancer. For that, we constructed the modular protein T22-

BAXPORO-GFP-H6 (Figure 2A) aiming to spontaneous self-assembling, mimicking the 

modular organization of the previously constructed proteins T22-BAK-GFP-H6 and T22-

PUMA-GFP-H6 that formed CXCR4-targeted functional nanoparticles [30] (Figure 2A, B). T22 

is a potent peptidic ligand of the tumoral marker CXCR4 [33, 41, 42], useful to drive 

recombinant proteins to CXCR4+ tumors [23]. For the design of the BAX-based nanoparticles, 

we selected the 29aa -helix α5 fragment from the whole BAX protein, which is responsible 

for pore formation [43] (named here BAXPORO). Like the rest of the proteins, T22-BAXPORO-

GFP-H6 was well produced in E. coli in a full-length form of 34.4 kDa, which showed a 

tendency to dimerize into about 75 kDa forms (Figure 3A, B). The protein spontaneously 

assembled as 32 nm-nanoparticles, as determined by DLS (Figure 3C) and confirmed by two 

independent microscopic techniques, namely cryo-TEM and field emission scanning electron 

microscopy (FESEM) (Figure 3C, D). The diameter of T22-BAXPORO-GFP-H6 assemblies was 
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larger than that described for T22-BAK-GFP-H6 (13.5 nm) and T22-PUMA-GFP-H6 (20 nm), 

and the size of all these oligomers remained constant in physiological buffer at any of the 

tested dilutions, within the range between 0.05 and 8 mg/ml (not shown). However, 0.1 % 

SDS promoted an immediate size drop of these constructs [30] (and also of the whole family 

of related assembles based in C-terminal H6 tails, [26]) indicative of disassembling, until 

around 7 nm, a size compatible with dimeric building blocks and in agreement with the 

observed dimerization tendency (Figure 3A). On the other hand, T22-BAXPORO-GFP-H6 

showed a specific fluorescence of 509.18 units/mg, slightly lower but comparable to that of 

the other apoptotic constructs (Figure 2B).  

 

The intrinsic fluorescence of T22-BAXPORO-GFP-H6 nanoparticles allowed their monitoring 

during the interaction with target CXCR4+ cells, in internalization studies, upon a harsh 

trypsin treatment specifically designed to remove material attached to the cell surface [44]. 

T22-BAXPORO-GFP-H6 showed a high cell penetrability, superior to that observed in PUMA- 

and BAK-derived constructs (Figure 4A). Also, at least at an important extent, T22-BAXPORO-

GFP-H6 penetrated cells via CXCR4, as the CXCR4 antagonist AMD3100 [45, 46] largely 

minimized the uptake of the protein (Figure 4B), as it happens with PUMA- and BAK-derived 

nanoparticles [30]. CXCR4 is largely overexpressed in metastatic cancer cells in more than 20 

human neoplasias, correlating with the prognosis of the diseases [47-50]. Therefore, CXCR4 

is an excellent target to very precisely treat metastasis in CXCR4+ cancers such as colorectal 

cancer in absence of side effects over healthy tissues [51, 52], being highly suitable for 

precision medicines. When exposed to cultured HeLa cells (Figure 4C, top), T22-BAXPORO-

GFP-H6 nanoparticles retained the GFP fluorescence emission and progressively moved from 

the cell membrane where they were observed at short times, to a perinuclear area where 

they accumulated upon longer time incubation(Figure 4C, bottom). Orthogonal projections 

of these confocal images confirmed again the intracellular location of the nanoparticles 

(Figure 4C). These results fully supported the well performance of the BAXPORO-based 

construct and prompted us to investigate how the protein would target tumors in vivo. The 

nanostructure of tumor-targeted proteins dramatically favors tumor accumulation [29] by an 

expected combination of biophysical events [53], including the multivalent, virus-like 

attachment to target cells [54] and the enhanced permeability and retention effect (EPR) in 

tumor tissues [55, 56]. Being all these proteins stable in form of assembled and fluorescent 
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oligomers (Figure 2B, 3C), the biodistribution analyses of such nanostructured pro-apoptotic 

factors, administered alone or in combination, should be feasible.   

 

As a first step, we tested how stable T22-BAXPORO-GFP-H6 nanoparticles would be in 

human sera, upon incubation up to 24 h at 37 ºC. As observed, the protein assemblies kept 

their hydrodynamic size during all the studied period of time (Figure 5A), indicating that the 

oligomers remained assembled under these conditions. The T22-BAXPOPRO-GFP-H6 

correlogram showed a profile, typical in large nanoparticles, in which the correlation 

coefficient takes some time to decay. This was represented by a plateau at the first 

timepoints, that confirmed the robustness of the DLS analyses (Figure 5B). In agreement 

with the volumetric determination of the nanoparticles, T22-BAXPORO-GFP-H6 was 

observed as a single band in Western blot, of rather constant intensity during the tested 

period, proving that proteolysis, if any, occurred at very low levels. In addition, 3D models of 

each protein construct in aqueous environment were generated in ribbon and atomic 

surface variants, where the functional components and hydropathicity patterns are 

highlighted (Figure 5C). Such modelling supported the concept that oligomerization based in 

divalent cation coordination [26, 57] instead mere protein aggregation driven by 

hydrophobic patches, was the molecular mechanism of nanoparticle formation. This fact 

accounted for their high stability in complex media and the concentration-independent 

hydrodynamic volume of the nanoparticles that resulted from a fine assembling process. 

 

Since T22-PUMA-GFP-H6 and T22-BAK-GFP-H6 were already proved to be stable in blood 

[30], the structural robustness of the new T22-BAXPORO-GFP-H6 proved here pushed us to 

move to the in vivo setting. In particular, we were interested in exploring the antitumoral 

potential of this construct administered alone or as a drug cocktail, in combination with 

other pro-apoptotic factors. When systemically administered through the tail vein at a 300 

μg dose each, BAK- and PUMA-based nanoparticles accumulated in tumor at 5 h, with a 

moderate background in liver and kidney (Figure 6A). At 24 h, only residual fluorescence was 

detected in target and non-target tissues (Figure 6A).  In contrast, BAXPORO-based 

nanoparticles did not biodistribute properly, showing poor tumor targeting and a tendency 

to accumulate in liver and kidney (Figure 6A, B). The poorly targeted biodistribution of T22-

BAXPORO-GFP-H6 versus PUMA and BAK-based nanoparticles could be solely attributed to 
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the amino acid sequence or conformation of the functional protein, as the rest of the 

modular construct matched the other ones (Figure 1A). In particular, the incomplete CXCR4-

targeting observed in T22-BAXPORO-GFP-H6 (Figure 4B), probably related to a steric defect 

in the solvent display of T22, might contribute to the protein occurrence in non-target 

organs (Figure 6A). In addition, the renal accumulation of BAX-based nanoparticles might be 

additionally accounted by an unstable oligomeric organization of the material, as monomeric 

forms of related proteins also containing T22 loss their tumor targeting properties and tend 

to be found in kidney [29]. Interestingly, when nanoparticles, at the same final 300 μg dose, 

were administered either in pairs (150 μg each) but especially all together in a single 

injection (TRIO, 100 μg each, Figure 7A, B), the accumulation in tumour of T22-BAXPORO-

GFP-H6 increased compared with the protein administered alone (Figure 6A, B, Figure 7A). In 

the same way, the permanence of the material in such tissue was extended in time, as 

determined by a strong fluorescence at 24 h (Figure 7A). At the same time, the background 

occurrence in off-target organs was concomitantly reduced when compared to single drug 

injections (Figure 7B).  

 

The tumor uptake of T22-BAK-GFP-H6 or T22-PUMA-GFP-H6 administered as single agents 

(Figure 6A) or when combined with T22-BAXPORO-GFP-H6 as pairs or as a TRIO (Figure 7A) 

was significantly higher as compared to normal organs such as liver or kidney (Figure 6A, 7B). 

This was in agreement with our finding of a dramatically higher level of CXCR4 expression, as 

measured by IHC, in the membrane of tumor cells (Figure 7C), which determines 

nanoparticle internalization, as compared to a low CXCR4 expression in non-tumor organs, 

including liver, kidney and spleen (this last organ expresses moderate levels of cytosolic 

CXCR4 and shows undetectable nanoparticle internalization) (Figure 7). These results 

support the notion that the used nanoparticles effectively exploit the high CXCR4 expression 

difference between cancer and normal cells, so that they can achieve a selective delivery of 

therapeutic domains to cancer cells.  

 

We next studied the antitumor activity of T22-BAK-GFP-H6, T22-PUMA-GFP-H6 or T22-

BAXPORO-GFP-H6 nanoparticles administered as single therapeutic agents by measuring 

active-caspase3 induction and proteolyzed PARP as molecular makers of apoptotic induction 

in tumor tissues (Figure 8), as well as the presence of apoptotic or cell death bodies in H&E 
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or DAPI stained tumor tissues (Figure 8). In this regard, we observed a significant increase in 

all these apoptotic markers 24 h after a single dose administration of each nanoparticle as 

compared to buffer-treated animals (Figure 8). Considering the biodistribution data that 

showed a prolonged presence of the TRIO material in tumor tissues, which raised reasonable 

expectations regarding a potential high therapeutic effect of the drug cocktail, we tested the 

antitumor effect of the cocktail combinations. It must be noted that in previous studies a 

modest tumor tissue destruction promoted by PUMA- or BAK-based nanoparticles was 

described, despite of being highly selective in binding and internalization [30]. Several 

parameters indicative of antitumoral effect were analyzed upon administration of single, 

pair and TRIO cocktails of nanoparticles, under the conditions stated above, in colorectal 

cancer mouse models. As observed, there was a generic and transient reduction of the 

mitotic figures in the tumor, clearly observed at 5 h but hardly detectable at 24 h (Figure 9A). 

This was accompanied by a more visible and stable level of apoptosis, peaking at 24 h post 

administration (Figure 9B), and of DAPI-determined cell death (Figure 9C) and tumor 

necrosis (Figure 9D). The presence of two or three pro-apoptotic peptides showed a clear 

non-additive effect, as the pair and TRIO cocktails promoted enhanced apoptotic cell death 

and necrosis of tumor tissues when compared to single pro-apoptotic factors (Figure 9B, C, 

D). Importantly, the maximal levels of tumor tissue destruction induced by nanoparticle 

cocktails were already reached at 5 h, while such maximal therapeutic effect needed 24 h in 

single protein drugs and in some of the pair mixtures. This finding was observed as a clear 

tendency that in many cases reached statistical divergences (note the significant differences 

between 5 h and 24 h time values in panels B and C). The fastest pro-apoptotic activity of 

protein cocktails was fully confirmed by the analysis of activated caspase-3 and proteolyzed 

PARP in treated tumors. Both apoptotic markers were activated already at 5 h after 

administration by all treatments, but levels of activated caspase-3 tended to return to 

background levels in pair- and TRIO-treated animals (Figure 9E). Proteolyzed Poly(ADP-

ribose) polymerase (PARP), an apoptosis indicator, showed an even more acute profile as it 

was hardly detected in TRIO treatment (Figure 9F), while apoptotic cell death promoted by 

this cocktail was very high (Figure 9B, C). This was again suggestive of an extremely fast and 

potent pro-apoptotic effect of the combined PUMA, BAK and BAXPORO-based nanoparticles. 

This fact which might be partially linked to the improved biodistribution and stable tumor 
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accumulation of the combined nanoparticle TRIO treatment (Figure 7A) but also to a 

combined biological effect of the drugs on the target tissues. 

 

Importantly, the achieved antitumor activity occurred in the SP5 colorectal cancer model in 

the absence of toxicity in any normal organ. We particularly searched for possible 

histological alterations in kidney and liver, the two non-tumor organs with higher 

nanoparticle biodistribution (Figure 10). No differences in histology were observed between 

control buffer-treated mice and T22-BAK-GFP-H6, T22-PUMA-GFP-H6, T22-BAXPORO-GFP-

H6 or their pair or TRIO cocktail-mice in these organs. Thus, the glomeruli and surrounding 

renal tubules were clearly visible and presented no cytoplasmic vacuolation or eosinophilic 

protein accumulation. Moreover, in liver tissue, the hepatocytes did not lose their 

architecture, and did not present steatosis or any other histological alteration (Figure 10). 

 

The enhanced targeting of the TRIO mixture that abolished the poor biodistribution of 

BAXPORO protein (Figure 6A) may be related to a dynamic redistribution of building blocks 

of the different pro-apoptotic factors in the mixture of nanoparticles, leading to the 

formation of hybrid nanoparticles. This possibility, that has been experimentally 

demonstrated in related GFP and BFP-containing protein by FRET [58], would eclipse any 

defect in CXCR4 binding by T22-BAXPORO-GFP-H6, provided the failing building block results 

combined with heterologous partners displaying a fully reactive T22.  On the other hand, the 

different level of actuation of the three tested pro-apoptotic drugs in the cell death cascade 

(Figure 1) would dramatically stimulate the drug functionality. This would occur either by 

fastening the apoptotic catastrophe or by stimulating a non-apoptotic pathway of cell death. 

Such a mechanism is observed during the caspase-independent cell death promoted by high 

doses of the small molecular weight pro-apoptotic factor obatoclax [59], a BH3-only domain 

which anticancer activity is not affected by the inhibition of caspase-dependent programmed 

cell death. These findings are consistent with the crosstalk [60] among the different cell 

death pathways, compatible with data presented in Figure 9, and they would account for the 

potent therapeutic effect determined here during the combined use of pro-apoptotic 

factors. 

 

Conclusions 
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The combined administration of CXCR4-targeted BAXPORO, BAK and PUMA, in form of an 

equimolar mixture of nanostructured protein drugs, promotes a fast, selective, and efficient 

destruction of tumoral tissues in mouse models of CXCR4+ human colorectal cancer. The 

antitumoral effect of the cocktail, at the same protein dose, is much faster and more 

effective than that observed upon the administration of individual drugs, supporting an 

enhanced mode of actuation of the mixture. Also, the improved biodistribution of the 

cocktail compared to that of BAXPORO strongly supports the hypothesis of a structural 

compensation of the CXCR4 targeting defects of T22-BAXPORO-GFP-H6 in form of hybrid 

nanoparticles with higher therapeutic action. The proper selection of human pro-apoptotic 

factors for the combined therapy or theragnosis of cancer, in form of protein drug cocktails, 

is shown here as an appealing strategy to fully exploit the therapeutic potential and to  

enhance the therapeutic benefits of human proteins as antitumoral drugs in absence of 

immunotoxicity-linked concerns of non-human toxic proteins. 

 

 

 

Acknowledgements 

We are indebted to Agencia Estatal de Investigación (AEI) and to Fondo Europeo de 

Desarrollo Regional (FEDER) (grant PID2019-105416RB-I00 to EV and grant BIO2016-76063-

R, AEI/FEDER to AV), AGAUR (2017SGR-229 GRC to AV and 2017SGR-865 GRC to RM), CIBER-

BBN (project NANOPROTHER granted to AV and project 4NanoMets to RM), ISCIII 

(PI15/00272 co-founding FEDER to EV and PIE15//00028 and PI18/00650 co-founding FEDER 

to RM), and to EU COST Action CA 17140. We are also indebted to the Networking Research 

Center on Bioengineering, Biomaterials and Nanomedicine (CIBER-BBN) that is an initiative 

funded by the VI National R&D&I Plan 2008–2011, Iniciativa Ingenio 2010, Consolider 

Program, CIBER Actions and financed by the Instituto de Salud Carlos III, with assistance from 

the European Regional Development Fund. Protein production has been partially performed 

by the ICTS “NANBIOSIS”, more specifically by the Protein Production Platform of CIBER in 

Bioengineering, Biomaterials & Nanomedicine (CIBER-BBN)/ IBB, at the UAB sePBioEs 

scientific-technical service (http://www.nanbiosis.es/portfolio/u1-protein-production-

platform-ppp/) and the nanoparticle size analysis by the Biomaterial Processing and 

Nanostructuring Unit. Biodistribution studies were performed by the ICTS “NANBIOSIS”, 



     

17 

 

Nanotoxicology Unit (http://www.nanbiosis.es/portfolio/u18-nanotoxicology-unit/). Electron 

microscopy studies and cell culture experiments were performed by the Servei de 

Microscòpia and at SCAC facilities in the UAB, respectively. AV received an ICREA ACADEMIA 

award. RS and UU are supported by the ISCIII PFIS (FI16/00017) and Miguel Servet 

(CP19/00028) fellowships from ISCIII (co-founded by Fondo Social Europeo) respectively. LSG 

was supported by a predoctoral fellowship from AGAUR (2018FI_B2_00051). Molecular 

graphics images were produced using the UCSF Chimera package from the Computer 

Graphics Laboratory, University of California, San Francisco (supported by NIH P41 RR-

01081). 

 

Disclosure 

EV, RM and AV are co-founders of NANOLIGENT, devoted to develop antitumoral drugs 

based on proteins. LSG, NS, UU, RM, EV and AV are con-inventors of the patent application 

EP17169722.0 on the use of self-structured protein drugs. 

 

Contributions 

Laura Sánchez-García, Rita Sala, Naroa Serna, Patricia Álamo, Eloi Parladé, Lorena Alba-

Castellón, Eric Voltà-Durán, Alejandro Sánchez-Chardi: Investigation; Methodology; Writing - 

review & editing 

 

Lorena Alba-Castellón, Ugutz Unzueta: Supervision; Writing - review & editing 

 

Ugutz Unzueta, Esther Vazquez, Ramón Mangues, Antonio Villaverde: Conceptualization; 

Funding acquisition; Writing - review & editing 

 

Antonio Villaverde; Writing - original draft 

 

References 
 

[1] Tomlinson IM. Next-generation protein drugs. Nature biotechnology. 2004;22:521-
2. 

[2] Reichert JM, Paquette C. Therapeutic recombinant proteins: trends in US approvals 
1982 to 2002. Current opinion in molecular therapeutics. 2003;5:139-47. 



     

18 

 

[3] Onda M. Reducing the immunogenicity of protein therapeutics. Current drug 
targets. 2009;10:131-9. 

[4] Agyei D, Ahmed I, Akram Z, Iqbal HM, Danquah MK. Protein and Peptide 
Biopharmaceuticals: An Overview. Protein and peptide letters. 2017;24:94-101. 

[5] Lagasse HA, Alexaki A, Simhadri VL, Katagiri NH, Jankowski W, Sauna ZE, Kimchi-
Sarfaty C. Recent advances in (therapeutic protein) drug development. F1000Research. 
2017;6:113. 

[6] Serna N, Sánchez-Garcia L, Unzueta U, Diaz R, Vazquez E, Mangues R, Villaverde A. 
Protein-Based Therapeutic Killing for Cancer Therapies. Trends in biotechnology. 
2018;36:318-35. 

[7] Descotes J, Gouraud A. Clinical immunotoxicity of therapeutic proteins. Expert 
opinion on drug metabolism & toxicology. 2008;4:1537-49. 

[8] Mazor R, Onda M, Pastan I. Immunogenicity of therapeutic recombinant 
immunotoxins. Immunological reviews. 2016;270:152-64. 

[9] Reed JC. Apoptosis-regulating proteins as targets for drug discovery. Trends in 
molecular medicine. 2001;7:314-9. 

[10] Coomans de Brachene A, Demoulin JB. FOXO transcription factors in cancer 
development and therapy. Cell Mol Life Sci. 2016;73:1159-72. 

[11] Wu MR, Jusiak B, Lu TK. Engineering advanced cancer therapies with synthetic 
biology. Nature reviews Cancer. 2019;19:187-95. 

[12] Abraha AM, Ketema EB. Apoptotic pathways as a therapeutic target for colorectal 
cancer treatment. World journal of gastrointestinal oncology. 2016;8:583-91. 

[13] Parker BS, Rautela J, Hertzog PJ. Antitumour actions of interferons: implications 
for cancer therapy. Nature reviews Cancer. 2016;16:131-44. 

[14] Wintz H, Chen HC, Sutton CA, Conley CA, Cobb A, Ruth D, Hanson MR. Expression 
of the CMS-associated urfS sequence in transgenic petunia and tobacco. Plant molecular 
biology. 1995;28:83-92. 

[15] Casanova I, Unzueta U, Arroyo-Solera I, Cespedes MV, Villaverde A, Mangues R, 
Vázquez E.  Protein-driven nanomedicines in oncotherapy. Current opinion in pharmacology. 
2019;47:1-7. 

[16] Lee MS, Dees EC, Wang AZ. Nanoparticle-Delivered Chemotherapy: Old Drugs in 
New Packages. Oncology. 2017;31:198-208. 

[17] Akbari B, Farajnia S, Ahdi Khosroshahi S, Safari F, Yousefi M, Dariushnejad H, 
Rahbarnia L. Immunotoxins in cancer therapy: Review and update. International reviews of 
immunology. 2017:1-13. 



     

19 

 

[18] Lambert JM, Morris CQ. Antibody-Drug Conjugates (ADCs) for Personalized 
Treatment of Solid Tumors: A Review. Advances in therapy. 2017;34:1015-35. 

[19] Ma L, Wang C, He Z, Cheng B, Zheng L, Huang K. Peptide-Drug Conjugate: A Novel 
Drug Design Approach. Current medicinal chemistry. 2017;24:3373-96. 

[20] Ozturk-Atar K, Eroglu H, Calis S. Novel advances in targeted drug delivery. Journal 
of drug targeting. 2018;26:633-42. 

[21] Sánchez-Garcia L, Serna N, Alamo P, Sala R, Cespedes MV, Roldan M, Sánchez-
Chardi A, Unzueta U, Casanova I, Mangues R, Vazquez E, Villaverde A. Self-assembling toxin-
based nanoparticles as self-delivered antitumoral drugs. Journal of controlled release : 
official journal of the Controlled Release Society. 2018;274:81-92. 

[22] Díaz R, Sánchez-García L, Serna N, Sánchez-Chardi A, Cano-Garrido O, Sánchez JM, 
Unzueta U, Vazquez E, Villaverde A. Engineering a recombinant chlorotoxin as cell-targeted 
cytotoxic nanoparticles. Science China Materials. 2019;62:892–8. 

[23] Diaz R, Pallares V, Cano-Garrido O, Serna N, Sánchez-Garcia L, Falgas A,  
Pesarrodona M, Unzueta  U, Sánchez-Chardi A, Sánchez JM, Casanova I,  Vázquez E, Mangues 
R, Villaverde A. Selective CXCR4(+) Cancer Cell Targeting and Potent Antineoplastic Effect by 
a Nanostructured Version of Recombinant Ricin. Small. 2018;14:e1800665. 

[24] Unzueta U, Ferrer-Miralles N, Cedano J, Zikung X, Pesarrodona M, Saccardo P, 
García-Fruitós E, Domingo-Espín, Kumar P, Gupta KG, Mangues R, Villaverde A, Vazquez E. 
Non-amyloidogenic peptide tags for the regulatable self-assembling of protein-only 
nanoparticles. Biomaterials. 2012;33:8714-22. 

[25] López-Laguna H, Cubarsi R, Unzueta U, Mangues R, Vázquez E, Villaverde A. 
Endosomal escape of protein nanoparticles engineered through humanized histidine-rich 
peptides. Science China Materials. 2020;63:644-53. 

[26] Lopez-Laguna H, Unzueta U, Conchillo-Sole O, Sánchez-Chardi A, Pesarrodona M, 
Cano-Garrido O, Voltà E, Sánchez-García L, Serna N, Saccardo P, Mangues R, Villaverde A, 
Vázquez E. Assembly of histidine-rich protein materials controlled through divalent cations. 
Acta biomaterialia. 2019;83:257-64. 

[27] Rueda F, Cespedes MV, Conchillo-Sole O, Sánchez-Chardi A, Seras-Franzoso J, 
Cubarsi R, Gallardo A, Pesarrodona M, Ferrer-Miralles N, Daura X, Vázquez E, García-Fruitós  
E, Mangues R, Unzueta U, Villaverde A. Bottom-Up Instructive Quality Control in the 
Biofabrication of Smart Protein Materials. Advanced materials. 2015;27:7816-22. 

[28] Cespedes MV, Unzueta U, Tatkiewicz W, Sánchez-Chardi A, Conchillo-Sole O, 
Alamo P, Xu Z, Casanova I, Corchero JL, Pesarrodona M, Cedano J, Daura X, Ratera I, Veciana 
J, Ferrer-Miralles N,  Vazquez E, Villaverde A, Mangues R. In vivo architectonic stability of 
fully de novo designed protein-only nanoparticles. ACS nano. 2014;8:4166-76. 

[29] López-Laguna H, Sala R, Sánchez JM, Álamo P, Unzueta U, Sánchez-Chardi A, Serna  
N, Sánchez-García L, Voltà-Durán E, Mangues R, Villaverde A,  Vázquez E.  Nanostructure 



     

20 

 

Empowers Active Tumor Targeting in Ligand-Based Molecular Delivery. Particle and Particle 
Characterization System. 2019. 

[30] Serna NC, M; Sánchez-García, L; Unzueta, U; Sala, R; Sánchez-Chardi, A; Cortés, F; 
Ferrer-Miralles, N; Mangues, R; Vázquez, E; Villaverde, A. Peptide-Based Nanostructured 
Materials with Intrinsic Proapoptotic Activities in CXCR4+ Solid Tumors. Advanced Functional 
Materials. 2017;27:1700919. 

[31] Song Y, DiMaio F, Wang RY, Kim D, Miles C, Brunette T, Thompson J, Baker D. High-
resolution comparative modeling with RosettaCM. Structure. 2013;21:1735-42. 

[32] Ormo M, Cubitt AB, Kallio K, Gross LA, Tsien RY, Remington SJ. Crystal structure of 
the Aequorea victoria green fluorescent protein. Science. 1996;273:1392-5. 

[33] Tamamura H, Imai M, Ishihara T, Masuda M, Funakoshi H, Oyake H, Murakami 
TArakaki R, Nakashima H, Akira N,ToshiroIbuka O, Waki M, Matsumoto A, Yamamoto N, 
Fujiia N. Pharmacophore identification of a chemokine receptor (CXCR4) antagonist, T22 
([Tyr(5,12),Lys7]-polyphemusin II), which specifically blocks T cell-line-tropic HIV-1 infection. 
Bioorganic & medicinal chemistry. 1998;6:1033-41. 

[34] Wang H, Takemoto C, Akasaka R, Uchikubo-Kamo T, Kishishita S, Murayama K, 
Terada T, Chen L, Liu ZJ, Wang BC, Suganod STanaka A, MakotoInoue T, Kigawa T, Shirouzua 
M, Yokoyama S. Novel dimerization mode of the human Bcl-2 family protein Bak, a 
mitochondrial apoptosis regulator. Journal of structural biology. 2009;166:32-7. 

[35] Follis AV, Chipuk JE, Fisher JC, Yun MK, Grace CR, Nourse A, Baran K, Ou L, Min, L, 
White, SW, Green DR, Kriwacki RW. PUMA binding induces partial unfolding within BCL-xL to 
disrupt p53 binding and promote apoptosis. Nature chemical biology. 2013;9:163-8. 

[36] Suzuki M, Youle RJ, Tjandra N. Structure of Bax: coregulation of dimer formation 
and intracellular localization. Cell. 2000;103:645-54. 

[37] Pettersen EF, Goddard TD, Huang CC, Couch GS, Greenblatt DM, Meng EC, Ferrin 
TE. UCSF Chimera--a visualization system for exploratory research and analysis. Journal of 
computational chemistry. 2004;25:1605-12. 

[38] Shamas-Din A, Kale J, Leber B, Andrews DW. Mechanisms of action of Bcl-2 family 
proteins. Cold Spring Harbor perspectives in biology. 2013;5:a008714. 

[39] Chen HC, Kanai M, Inoue-Yamauchi A, Tu HC, Huang Y, Ren D, Kim H, Takeda S, 
Reyna DE, Chan PM, Ganesan YT, Liao, CP Gavathiotis E, Hsieh JJ, Cheng EH. An 
interconnected hierarchical model of cell death regulation by the BCL-2 family. Nature cell 
biology. 2015;17:1270-81. 

[40] Yu J, Zhang L. PUMA, a potent killer with or without p53. Oncogene. 2008;27 Suppl 
1:S71-83. 

[41] Tamamura H, Kuroda M, Masuda M, Otaka A, Funakoshi S, Nakashima H, 
Yamamoto N; Waki M, Matsumoto A, Lancelin JM, Kodha D, Tate S, Inagaki F, Fujii N. A 
comparative study of the solution structures of tachyplesin I and a novel anti-HIV synthetic 



     

21 

 

peptide, T22 ([Tyr5,12, Lys7]-polyphemusin II), determined by nuclear magnetic resonance. 
Biochimica et biophysica acta. 1993;1163:209-16. 

[42] Tamamura H, Arakaki R, Funakoshi H, Imai M, Otaka A, Ibuka T, Nakashima H, 
Murakami T, Michinori M, Waki M, Matsumoto A, Yamamoto N, Fujiia N. Effective lowly 
cytotoxic analogs of an HIV-cell fusion inhibitor, T22 ([Tyr5,12, Lys7]-polyphemusin II). 
Bioorganic & medicinal chemistry. 1998;6:231-8. 

[43] Valero JG, Sancey L, Kucharczak J, Guillemin Y, Gimenez D, Prudent J, Gillet G, 
Salgado J, Coll JL, Aouacheria A. Bax-derived membrane-active peptides act as potent and 
direct inducers of apoptosis in cancer cells. Journal of cell science. 2011;124:556-64. 

[44] Richard JP, Melikov K, Vives E, Ramos C, Verbeure B, Gait MJ, Chernomordik LV, 
Lebleu B. Cell-penetrating peptides. A reevaluation of the mechanism of cellular uptake. The 
Journal of biological chemistry. 2003;278:585-90. 

[45] Jung YH, Lee DY, Cha W, Kim BH, Sung MW, Kim KH, Ahn SH.  Antitumor effect of 
CXCR4 antagonist AMD3100 on the tumorigenic cell line of BHP10-3 papillary thyroid cancer 
cells. Head & neck. 2016;38:1479-86. 

[46] Kim HY, Hwang JY, Kim SW, Lee HJ, Yun HJ, Kim S, Jo DY. The CXCR4 Antagonist 
AMD3100 Has Dual Effects on Survival and Proliferation of Myeloma Cells In Vitro. Cancer 
research and treatment : official journal of Korean Cancer Association. 2010;42:225-34. 

[47] Balkwill F. The significance of cancer cell expression of the chemokine receptor 
CXCR4. Seminars in cancer biology. 2004;14:171-9. 

[48] Oh BJ, Kim DK, Kim BJ, Yoon KS, Park SG, Park KS, Lee MS, Kim KW, Kim JH.  
Differences in donor CXCR4 expression levels are correlated with functional capacity and 
therapeutic outcome of angiogenic treatment with endothelial colony forming cells. 
Biochemical and biophysical research communications. 2010;398:627-33. 

[49] Lee JY, Kang DH, Chung DY, Kwon JK, Lee H, Cho NH, Choi YD, Hong SJ, Cho KS. 
Meta-Analysis of the Relationship between CXCR4 Expression and Metastasis in Prostate 
Cancer. The world journal of men's health. 2014;32:167-75. 

[50] Wang Y, Xie Y, Oupicky D. Potential of CXCR4/CXCL12 Chemokine Axis in Cancer 
Drug Delivery. Current pharmacology reports. 2016;2:1-10. 

[51] Cespedes MV, Unzueta U, Avino A, Gallardo A, Alamo P, Sala R, Sánchez-Chardi A, 
Casanova I, Mangues MA, Lopez-Pousa A, Eritja R. Villaverde A,Vázquez E, Mangues 
R.Selective depletion of metastatic stem cells as therapy for human colorectal cancer. EMBO 
molecular medicine. 2018;10:pii: e8772. 

[52] Cespedes MV, Cano-Garrido O, Alamo P, Sala R, Gallardo A, Serna N, Falgàs A,  
Voltà-Durán E, Casanova I, Sánchez-Chardi A, López-Laguna H, Sánchez-García L, M. Sánchez 
JM, Unzueta U, Vázquez  E, Mangues R, Villaverde A. Engineering Secretory Amyloids for 
Remote and Highly Selective Destruction of Metastatic Foci. Advanced materials. 
2020;32:e1907348. 



     

22 

 

[53] Abbas M, Zou Q, Li S, Yan X. Self-Assembled Peptide- and Protein-Based 
Nanomaterials for Antitumor Photodynamic and Photothermal Therapy. Advanced 
materials. 2017;29. 

[54] Unzueta U, Cespedes MV, Vazquez E, Ferrer-Miralles N, Mangues R, Villaverde A. 
Towards protein-based viral mimetics for cancer therapies. Trends in biotechnology. 
2015;33:253-8. 

[55] Kalyane D, Raval N, Maheshwari R, Tambe V, Kalia K, Tekade RK. Employment of 
enhanced permeability and retention effect (EPR): Nanoparticle-based precision tools for 
targeting of therapeutic and diagnostic agent in cancer. Materials science & engineering C, 
Materials for biological applications. 2019;98:1252-76. 

[56] Duncan R, Gaspar R. Nanomedicine(s) under the microscope. Molecular 
pharmaceutics. 2011;8:2101-41. 

[57] Sánchez JM, Lopez-Laguna H, Alamo P, Serna N, Sánchez-Chardi A, Nolan V, Cano-
Garrido O, Casanova I, Unzueta U4, Vazquez E, Mangues R4, Villaverde A.Artificial Inclusion 
Bodies for Clinical Development. Advanced science. 2020;7:1902420. 

[58] Unzueta U, Serna N, Sánchez-Garcia L, Roldan M, Sánchez-Chardi A, Mangues R, 
Villaverde A, Vazquez E.  Engineering multifunctional protein nanoparticles by in vitro 
disassembling and reassembling of heterologous building blocks. Nanotechnology. 
2017;28:505102. 

[59] Brem EA, Thudium K, Khubchandani S, Tsai PC, Olejniczak SH, Bhat S, Riaz W, 
Jenny Gu J, Iqbal A, Campagna R, Knight J, Mavis C, Hoskin P, Deeb G, Gibbs JF, Fetterly G, 
Czuczman MS, Hernandez-Ilizaliturri FJ. Distinct cellular and therapeutic effects of obatoclax 
in rituximab-sensitive and -resistant lymphomas. British journal of haematology. 
2011;153:599-611. 

[60] Legrand AJ, Konstantinou M, Goode EF, Meier P. The Diversification of Cell Death 
and Immunity: Memento Mori. Molecular cell. 2019;76:232-42. 
 
 

 

  


