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Abstract: Electronegative LDL (LDL(−)) is a minor form of LDL present in blood for which propor-
tions are increased in pathologies with increased cardiovascular risk. In vitro studies have shown that
LDL(−) presents pro-atherogenic properties, including a high susceptibility to aggregation, the ability
to induce inflammation and apoptosis, and increased binding to arterial proteoglycans; however, it
also shows some anti-atherogenic properties, which suggest a role in controlling the atherosclerotic
process. One of the distinctive features of LDL(−) is that it has enzymatic activities with the ability to
degrade different lipids. For example, LDL(−) transports platelet-activating factor acetylhydrolase
(PAF-AH), which degrades oxidized phospholipids. In addition, two other enzymatic activities are
exhibited by LDL(−). The first is type C phospholipase activity, which degrades both lysophos-
phatidylcholine (LysoPLC-like activity) and sphingomyelin (SMase-like activity). The second is
ceramidase activity (CDase-like). Based on the complementarity of the products and substrates of
these different activities, this review speculates on the possibility that LDL(−) may act as a sort of
multienzymatic complex in which these enzymatic activities exert a concerted action. We hypothesize
that LysoPLC/SMase and CDase activities could be generated by conformational changes in apoB-100
and that both activities occur in proximity to PAF-AH, making it feasible to discern a coordinated
action among them.

Keywords: low-density lipoprotein; modified LDL; electronegative LDL; platelet-activating factor
acetylhydrolase; phospholipase C; sphingomyelinase; ceramidase; LDL aggregation; inflammation

1. LDL Modification and Atherosclerosis

High levels of cholesterol in blood, specifically those associated with low-density
lipoprotein (LDL), are the main cause of atherosclerotic cardiovascular disease, a patho-
logical process triggered by the overwhelming accumulation of lipids within the arterial
wall that leads to inflammation [1]. Indeed, LDL is a major causal agent in atherogenesis
because these particles transport up to 80% of plasma cholesterol and are the source of most
of the cholesterol accumulated in atherosclerotic lesions [2]. However, LDL presents few,
if any, atherogenic characteristics in its native state: native LDL is neither inflammatory
nor apoptotic, is not strongly retained by arterial proteoglycans, and does not induce, at
low concentrations, the massive lipid accumulation in the cytoplasm of macrophages. The
accumulation of cholesterol in macrophages only occurs at very high concentrations of
native LDL by macropinocytosis [3]. Thus, there is a general consensus that LDL particles
must suffer some kind of modification that confers on them their atherogenic properties [4].
The oxidative modification of both the lipid and protein moieties of LDL is, by far, the most
studied modifying mechanism, although other biological processes, such as proteolysis,
lipolysis, glycosylation, carbamylation, and desialylation, have also been implicated in
LDL modification [5,6]. Another fact that has been generally accepted for years is that LDL
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is modified not during plasma circulation but when it crosses the endothelium and enters
the arterial intima. However, growing evidence demonstrates that modified LDL particles,
either oxidized or displaying other alterations, can be detected in plasma and increase
under pathological conditions [7]. A common characteristic of the different modifications
altering LDL is an increase in the negative net charge of the particles. Indeed, the presence
of a heterogeneous group of modified LDL particles called electronegative LDL (LDL(−)
or L5) has been reported in blood [8–10]. An important aspect to take into account is
that several processes can lead to the formation of different subpopulations of LDL(−),
and, consequently, their composition and physicochemical characteristics may differ. For
example, the presence of light and larger LDL(−) particles has been described in patients
with familial hypercholesterolemia, while in hypertriglyceridemia LDL(−) particles tend
to be small and dense [11].

2. Association of LDL(−) with Disease

By taking advantage of the increased electronegativity of modified LDL, it is possible
to isolate these particles from the bulk of LDL via methodologies based on the separation
of molecules by means of their electric charge, such as capillary isotachophoresis (CIP)
or anion-exchange chromatography (AEC) [12,13]. These methods have been used to
quantify the relative proportion of LDL(−) in different groups of subjects with increased
cardiovascular risk. Numerous studies have shown that the proportion of LDL(−) is
increased in patients with familial hypercholesterolemia, hypertriglyceridemia, type 1 and
2 diabetes, obesity, metabolic syndrome, nonalcoholic fatty liver disease, autoimmune
rheumatic disease, ischemic peripheral arterial disease, chronic kidney disease, and mental
illness (reviewed in [9,10,14–19]). Moreover, LDL(−) increases during the acute phase
of myocardial infarction or ischemic stroke (reviewed in [20]). Table 1 summarizes the
pathological situations in which the proportion of LDL(−) increases.

Table 1. Situations with increased LDL(−) proportion.

Nonpathological Chronic Diseases Acute Phase Diseases

- Postprandial phase
- Heavy aerobic exercise

- Chronic smoking
- Type 1 diabetes
- Type 2 diabetes
- Familial hypercholesterolemia
- Hypertriglyceridemia
- Obesity
- Metabolic syndrome
- Ischemic peripheral arterial disease
- Autoimmune rheumatic disease
- Chronic kidney disease
- Nonalcoholic fatty liver disease

- Myocardial infarction
- Ischemic stroke

These findings have been extensively reviewed by several authors and unequivocally
highlight the relation between LDL(−) and atherothrombosis. Such a relationship is also
suggested by several atherogenic properties ascribed to LDL(−) in in vitro studies, as will
be shown in Section 3. However, there is no direct evidence as to whether LDL(−) is a mere
biomarker of the presence of underlying atherosclerotic lesions or, instead, if it plays an
active role in the origin and development of atherosclerosis [16]. Perhaps both phenomena
occur simultaneously. Accordingly, different hypotheses have been proposed to explain the
origin of plasma LDL(−). On one hand, the plasma LDL(−) burden may arise from plasma
modifications of native LDL or from a defective catabolism of VLDL, situations that would
occur more frequently in the presence of metabolic alterations [9]. On the other hand, it has
also been speculated that the presence of abundant atherosclerotic plaques with trapped
electronegative lipoproteins could contribute to the pool of LDL(−) in blood, especially
when a plaque partially or totally ruptures [21–23]. In turn, these modified electronegative
particles generated in plasma and/or released from established lesions could contribute to
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the development of new atherosclerotic plaques in a vicious circle, as suggested by their
atherogenic properties, which are described below.

3. Atherogenic Properties of LDL(−)

AEC is currently the only preparative method for isolating LDL(−) from blood, al-
though CIP and agarose electrophoresis have been used for analytical quantification [12,24,25].
In the pioneering studies of Pietro Avogaro and coworkers, who were the first to isolate
LDL(−), several potentially pro-atherogenic properties were attributed to these modified
lipoproteins [21,26]. The first studies mainly focused on their effects on endothelial cells
and showed that LDL(−) had the capacity to induce the release of chemokines, such as
IL8 and MCP1, from these cells [27–29]. Further studies have greatly expanded the num-
ber of inflammatory molecules for which expression is stimulated in endothelial cells via
the activation of lectin-like oxidized low-density lipoprotein receptor-1 (LOX-1) [8,30–38].
Similarly, LDL(−) also activates an inflammatory response in leukocytes, including lym-
phocytes, monocytes, and differentiated macrophages; in this case, it is the main receptor
involved in the complex CD14-TLR4, which primes and activates the NLRP3 inflamma-
some [32–35]. The intracellular signaling pathways activated by LDL(−) in monocytes have
been elucidated and include CD14-TLR4 activation, the cascade of kinases (P38-MAPK,
PI3/Akt), and transcription factors (NF-kB, AP1, CREB), eventually leading to inflamma-
tory cytokine release [39,40]. These inflammatory actions are mediated mainly by bioactive
lipids, including oxidized phospholipids (oxPC), lysophosphatidylcholine (LysoPC), non-
esterified fatty acids (NEFA), ceramide (Cer), and sphingosine (Sph) [29,35,40–43]. Some of
these lipids are generated by the enzymatic activities discussed in this review. In addition,
LDL(−) also acts on macrophages via LOX-1, inducing M1 polarization [44] or triggering
IL-1β production [45].

One of the first atherogenic effects of LDL(−) described was its cytotoxic effect on
endothelial cells [46]. Further studies have described in detail the signaling pathways
leading to mitochondrial dysfunction and apoptosis in different cell types [36,38,47], in-
cluding, in addition to the arterial wall cells named above, cardiomyocytes [48]. Moreover,
LDL(−) favors the accumulation of triglycerides in cardiomyocytes, an effect that impacts
myocardium function [49]. A similar effect of triglyceride accumulation has been described
in macrophages, which also promote cell differentiation [50]. The latter effect may be
promoted via the LDL(−)-induced release of growth factors (GM-CSF, FGF2) by endothelial
cells and leukocytes. Additionally, LDL(−) favors the release of matrix metalloproteinase 9
by monocytes, thus playing a role in the instability of the plaque as well [51].

Finally, LDL(−) is prothrombotic. Although this characteristic has not been demon-
strated in LDL(−) taken from healthy subjects or patients with chronic disease, when LDL(−)
(generally called L5) is isolated during the acute phase of myocardial infarction or ischemic
stroke, it has the capacity to trigger platelet aggregation favoring thrombosis [22,23].

4. Some Potentially Protective Properties of LDL(−)

Although much rarer than the pro-atherogenic properties described above, some anti-
atherogenic capacities of LDL(−) have also been reported. Ziouzenkova et al. [52] showed
that the expression of vascular cell adhesion molecule-1, which is mediated by LDL(−)
in endothelial cells, was reversed by peroxisome proliferator-activated alpha agonists
generated by lipoprotein lipase, inhibiting the activation of the inflammatory factor NF-
kB. On the other hand, LDL(−) induces the release of the anti-inflammatory cytokine
IL10 by monocytes and lymphocytes, thereby limiting the excessive production of other
inflammatory molecules [53]. Both effects could be considered regulatory actions that avert
an excessive inflammatory response of cells against LDL(−).

Another feature that could count as anti-atherogenic is the presence of proteins that,
at least theoretically, would play protective roles, such as platelet-activating factor acetylhy-
drolase ((PAF-AH), also known as lipoprotein-associated phospholipase A2 (Lp-PLA2)) or
apolipoprotein J (apoJ, also known as clusterin). PAF-AH is an anti-inflammatory enzyme
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with the role of degrading the bioactive lipid PAF or other oxidized phosphatidylcholines,
inactivating the high inflammatory potential of these phospholipids. Therefore, the five-
fold increased content of PAF-AH activity in LDL(−) compared to native LDL could be
considered an anti-atherogenic trait [54]. In the same context, LDL(−) contains an in-
creased content of apoJ [55], an extracellular chaperone that prevents the aggregation of
numerous proteins in plasma, including LDL. It is likeliest that this high apoJ content is a
response to prevent the aggregation of LDL particles and the subsequent precipitation of
such aggregates [56].

Such putative protective actions of LDL(−) could counteract, to some degree, the
atherogenic ones, representing a regulatory mechanism to avoid an overwhelmed inflam-
matory response. Therefore, the final action of LDL(−) may result from the balance between
its pro-atherogenic and anti-atherogenic properties, which could differ depending on the
physiological context [16].

More studies are needed to better define whether the actions of LDL(−) are pro-
or anti-atherogenic,. For example, by using different ratios of native LDL and LDL(−),
similar to those performed on different populations at a high risk of cardiovascular disease.
Therefore, LDL(−) should be used not only from healthy subjects but also from patients
with a high proportion of LDL(−), such as individuals with familial hypercholesterolemia
or diabetes. In this regard, it should be noted that the concentration of LDL(−) in the
arterial intima should presumably be higher than in plasma, due to the increased affinity of
LDL(−) for arterial proteoglycans.

5. Structural Alterations in LDL(−)

LDL particles are mainly composed of surface polar lipids (20–25% phospholipids
and 10–15% free cholesterol), a lipid core with neutral lipids (where cholesterol esters are
approximately 45–50% of the particle mass and triglycerides comprise 5–10%), and one
molecule of a very large protein, apolipoprotein B-100 (apoB-100, approximately 25% of
the mass), which is embedded in the surface but with hydrophobic regions in contact
with the core [57]. Characteristic features of LDL(−) include the presence of structural
abnormalities in apoB-100 and the disposition of lipids on the surface of the lipoprotein [58].
Indeed, circular dichroism studies have revealed a partial loss of a secondary structure in
apoB [59–61], and immunochemical analysis [62] and 2D nuclear magnetic resonance [63]
have shown that the spatial tertiary conformation of apoB-100 is also altered in LDL(−).
Beyond alterations in apoB-100, another particularity of LDL is the presence of minor
amounts of other apolipoproteins, including apoA-I, apoA-II, apoE, apoC-III, apoC-II,
apoJ, apoF, and apoD, among others [55,64]. It must be taken into account that none of
these proteins is present in all LDL(−) particles, and that the molar content versus apoB is
always less than one, the most abundant being apoC-III, which would be present in one
out of every three LDL(−) particles. The presence of different minor proteins is one of the
main factors of LDL(−) heterogeneity and could play an important role in the pro- or anti-
atherogenic properties of these particles. This aspect must be addressed in future studies
since the role that each specific protein plays in LDL(−) is rather unknown. In addition,
the possible coexistence of two or more apolipoproteins in the same LDL(−) particle must
also be examined. Whether these proteins are related to the conformational alterations of
apoB in LDL(−) has not been established. However, it is known that apolipoproteins, such
as apoA-I, apoJ, and apoE, prevent the aggregation of LDL by phospholipases or intense
agitation [56,65,66]. In fact, it cannot be ruled out that the formation of hydrophobic patches
could be a mechanism for attracting apolipoproteins with amphipathic regions. Regarding
lipids, the packaging of surface polar lipids in LDL(−) presents a disordered structure
because of abnormal polarity [59,67]. This is probably related to an altered content of
triglycerides in the core of the particles and of NEFA and Cer on the surface. This alteration
in lipid packaging could facilitate the action of the phospholipolytic activities reported in
LDL(−), which are discussed in the next paragraphs.
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Table 2 summarizes the structural alterations in LDL(−). There are multiple con-
sequences of these alterations that dramatically affect the biological characteristics and
metabolic fates of these particles.

Table 2. Summary of structural alterations in LDL(−).

Component Alteration

Proteins - Partial loss of secondary structure in apoB-100.
- Altered spatial tertiary conformation in apoB-100.
- Decreased number of active surface-accessible lysine residues in apoB-100.
- Highly O-glycosylated serines in apoB-100.
- Increased content of other minor apolipoproteins.

Lipids - A disordered structure of surface packaging.
- Increased triglyceride, Cer, Sph, and NEFA content.

First, the poor affinity of LDL(−) for the receptor of native LDL (LDLr) comes from
the altered ionization state of a population of lysine residues in apoB-100 involved in
recognition by the LDLr [63]. This results in diminished clearance via the LDLr and could
prolong the lifetime of LDL(−) in blood, favoring its modification by different mechanisms
(oxidation, glycosylation, and desialylation); however, this possibility should be considered
with caution, because, although our group described that LDL(−) has a lower affinity for
the LDLr, and the increase in electronegative charge is not sufficient to be recognized by
type A scavenger receptors in macrophages [68], we also know that LDL(−) binds to LOX1
or the CD14/TLR4 complex, which could facilitate its plasma clearance by these pathways.

Second, LDL(−) has a high tendency to aggregate [59,69], a phenomenon that has been
implicated in the triggering phases of atherogenesis. This high susceptibility to aggregation
can be attributed to two particularities of LDL(−). On one hand, it has been reported
that the misfolding of apoB-100 acts as a priming factor that promotes the formation of
globular aggregates that evolve to form fern-like structures [59,70]. On the other hand,
the aggregation process can be triggered by the presence of hydrophobic spots on the
surface of LDL(−) particles, which are probably related to the poor packaging of surface
phospholipids [58]. In this context, LDL(−) presents an increased content of ceramide
(Cer) [40], which could account for the loss of surface packaging that forms hydrophobic
spots. The increased content of NEFA in LDL(−) is another factor contributing to its higher
susceptibility to aggregation [41,68,71]. The presence of these features of both the protein
and lipid moieties means that LDL(−) is not only more susceptible to aggregation but also
that it has the capacity to induce the aggregation of native LDL particles via a mechanism
that could be considered amyloidogenic [59].

A third effect of the altered conformation of apoB-100 in LDL(−) is an increased affinity
for arterial proteoglycans compared to native LDL [61], which is considered the key factor in
the subendothelial retention of lipoproteins. Indeed, our group demonstrated by different
methods (colorimetric assay, high-speed precipitation, and affinity chromatography) that
the binding affinity to commercial glycosaminoglycans and proteoglycans isolated from
the arterial wall was fourfold increased in LDL(−) compared to native LDL. Accordingly,
LDL(−) could act as a priming factor for atherogenesis, which, in addition to triggering the
aggregation of native LDL, could facilitate its subsequent entrapment by proteoglycans
of the arterial wall. Altogether, the higher retention in the arterial wall enables LDL(−) to
elicit deleterious actions in that microenvironment, thereby contributing to the progression
of atherosclerosis.

6. Enzymatic Activities Associated with LDL(−)

Besides apoB-100, LDL particles present minor quantities of other apolipoproteins
and enzymes. This content is much higher in LDL(−) (up to 5% of the total protein mass)
than in native LDL (below 1% of the protein mass) [55]. Among these minor proteins, as
discussed above, is the enzyme PAF-AH, for which activity and mass is increased four-
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to sixfold in LDL(−) compared to native LDL [54]. Gaubatz et al. suggested that the
increased content of PAF-AH in electronegative LDL is related to the decreased size of
these particles, which would allow a conformational change in the carboxyl-terminal of
apoB, enabling the binding of PAF-AH [72]. Notably, the activity of PAF-AH in small LDL
particles is increased (10-fold Km and 150-fold Vmax) compared to in large LDL particles [73].
Interestingly, small LDL particles are more likely to suffer oxidative modifications [74].
PAF-AH is an anti-inflammatory enzyme that has the primary role of inactivating the
bioactive lipid PAF by hydrolyzing the methyl group at the sn-2 ether bond and attenuating
its high biological activity [75]; however, in addition to this activity, PAF-AH also degrades
the short-chain fatty acids in position sn-2 in the ester bond of phosphatidylcholine (PC),
which are generated by the oxidation of polyunsaturated fatty acids. These oxidized
phospholipids (oxPC) are formed during the early stages of LDL oxidation and are highly
inflammatory; accordingly, their degradation by PAF-AH should reduce the inflammatory
activity of oxidized LDL. However, there is controversy about the protective action of PAF-
AH because, as a result of the degradation of oxPC, other lipids are formed, specifically
lysoPC and short-chain oxidized NEFA (oxNEFA) [76,77]. Short-chain oxNEFA are oxidized
fragmented acyl chains formed after the alkoxyl rearrangement of the unsaturated fatty
acids at the sn2 position in the glycerol backbone of the phospholipid. There are multiple
oxNEFAs, depending on which polyunsaturated fatty acid has undergone an oxidative
attack (linoleic and arachidonic acids are the most abundant in LDL) and at what position
of the aliphatic chain it has been cleaved. Some studies report that both lysoPC and
oxNEFA also display inflammatory capacities if they remain retained in the LDL particle,
although they are not as inflammatory as oxPC [78]. Indeed, part of the LDL(−)-induced
inflammatory effect on endothelial cells and leukocytes has been attributed to an increased
content of both lipid species [41,79].

A second enzymatic activity associated with LDL(−) is phospholipase C-like (PLC-
like) activity [69,80]. This activity, which is absent in native LDL, can degrade the polar head
of choline-containing phospholipids and is especially effective in the hydrolysis of lysoPC
and, to a lesser extent, sphingomyelin (SM), with its activity on PC being almost residual.
The effects of the PLC-like activity present in LDL(−) are very different depending on the
degraded substrate; thus, when PLC-like activity hydrolyzes LysoPC, the effect could be
anti-inflammatory, since the resultant products, monoacylglycerol and phosphorylcholine,
are not known to display inflammatory potential. In contrast, the degradation of SM by
PLC-like activity (in this case, it would be SMase-like activity) that yields Cer implies a
clear pro-atherogenic action since it triggers the aggregation not only of LDL(−) itself but
also of native LDL particles [9]. Cer molecules remain on the surface of the lipoprotein and
form Cer-enriched spots with a hydrophobic character. The presence of these hydrophobic
spots on the lipoprotein surfaces of different LDL particles favors their interaction and
triggers their aggregation. Interestingly, the presence of apoJ, an apolipoprotein with
chaperone activity, prevents the aggregation of LDL(−) [81]. Another consequence of the
formation of Cer is a contribution to the inflammatory and apoptotic effects of LDL(−)
on monocytes [40].

The third enzymatic activity associated with LDL(−) is ceramidase-like (CDase-like)
activity, which is described in this same Special Issue [82]. The CDase-like activity is
absent in native LDL. LDL(−) can degrade Cer contained in both LDL(−) particles and
external substrates, yielding sphingosine (Sph) and NEFA. The physiological effects of
this CDase-like activity in LDL(−) have not been defined but, apparently, could limit the
pro-aggregating and pro-apoptotic effect of the PLC-like activity by regulating the content
of Cer, a molecule strongly involved in lipoprotein aggregation and apoptosis [83,84].
On the other hand, the Sph yielded has been described as strongly contributing to the
inflammatory properties of LDL(−) [85]. Therefore, further studies are needed to determine
the effect that this CDase activity could have on the pro-atherogenic or anti-atherogenic
characteristics of LDL(−). Taken together, the biological effect of LDL(−) depends on the
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relative contribution of each enzymatic activity, which could vary as a consequence of
several factors, such as lipid composition and apoB conformation.

Table 3 summarizes the substrates and products of the different enzymatic activities
associated with LDL(−).

Table 3. Substrates and products of enzymatic activities in LDL(−).

Enzymatic Activity Substrate Product

PAF-AH activity Oxidized PC LysoPC
Oxidized short-chain NEFA

PLC-like activity LysoPC Monoacylglycerol
Phosphorylcholine

SMase-like activity SM Ceramide
Phosphorylcholine

CDase-like activity Ceramide Sphingosine
NEFA

7. Origin of PLC-Like and CDase-Like Activities Associated with LDL(−)

In contrast to PAF-AH, the origin of the PLC-like and CDase-like activities of LDL(−) is
still unknown. Proteomic analyses have found no protein or apolipoprotein with enzymatic
activity able to degrade the polar head group of lysoPC or SM or the fatty acid ester bond
of ceramide [55]. Although it is possible that the amount of such hypothetical enzymes is
so low that current proteomic methodologies cannot detect them, the likeliest possibility
is that apoB-100 itself is responsible for this activity [58]. Since the apoB-100 sequence is
the same in LDL(−) and native LDL, this possibility implies the existence of some kind
of conformational difference in LDL(−). ApoB-100 is a very large protein (550 kDa) with
a highly dynamic structure that allows it to adapt to the alterations undergone by the
lipoprotein particle, from its synthesis in the liver and release into the bloodstream in the
form of VLDL particles (>80 nm in diameter) to its plasmatic maturation into LDL particles
(of 20–25 nm). As noted above, conformational changes are part of the nature of apoB-100
and are mainly driven by changes in the lipid content of LDL.

Holopainen and coworkers, who reported SMase activity (similar to PLC-like activity)
in total LDL for the first time, suggested that a catalytically active His–Ser–Asp triad,
common to a wide range of lipolytic enzymes, is also present in apoB-100, and located this
triad between residues 2155 and 2359 in the α2 region of apoB-100 [84,86]. Interestingly,
Parasassi et al. predicted an aggregation-prone region in the same position as apoB-100
(residues 2075 to 2575) [59] and suggested that this epitope should be exposed in LDL(−),
although they did not relate this region to any enzymatic activity. More recently, C.H.
Chen’s group made a sequence alignment and protein structure prediction in comparison
to Bacillus cereus SMase, concluding that residues participating in the SMase-like activity
could be in the 2021–2377 region [87]. In addition, these authors found that serine residues
S1732, S1959, S2378, S2408, and S2429 are highly glycosylated in LDL(−), which may be related
to the presence of SMase activity [87]. The findings of these investigators point to putative
conformational changes in the α2 domain of apoB-100 to differentiate between native
LDL and LDL(−). However, these studies are based on sequence predictions, and no
experimental data support the different conformations of the α2 domain in apoB-100
between native LDL and LDL(−).

In contrast, using an experimental immunochemical approach, our group reported
that the main conformational differences of apoB-100 between native LDL and LDL(−)
involve both the N-terminal and C-terminal extremes of the apoB-100 sequence [62]. We
used 28 monoclonal antibodies to recognize different epitopes throughout the apoB-100
sequence and analyze the conformation of apoB-100 in LDL(−). This study revealed that
both extremes of apoB-100 in LDL(−) had higher immunoreactivity to specific monoclonal
antibodies (Bsol10 and Bsol14 for the N-terminal, and Bsol2 and Bsol7 for the C-terminal)
than in native LDL. In contrast, the antibodies recognizing the α2 domain of apoB-100
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showed no alterations in immunoreactivity in this region between native LDL and LDL(−).
The abnormal conformation of the N-terminal resembles the immunoreactivity of native
LDL lipolyzed by bacterial SMase (binding to the antibodies Bsol10 and Bsol14). Both
LDL(−) and SMase-modified LDL present increased binding to arterial proteoglycans,
suggesting that this alteration in the N-terminal region could be involved in the retention
of these lipoproteins in the subendothelial space. On the other hand, it is known that Bsol2
and Bsol7 recognize with increased affinity the C-terminal extreme of apoB-100 in oxidized
LDL particles [88], which suggests the involvement of oxidative processes in the formation
of LDL(−).

Assuming that a conformational change in the structure of apoB-100 is necessary
for PLC-like and CDase-like activities to emerge in LDL(−), and based on the results
of the immunochemical study, it is tempting to speculate that these enzymatic activities
could be located in one or both of the terminal extremes of apoB-100. This hypothesis is
expanded upon below. However, the demonstration of the implication of both terminal
extremes of apoB-100 in the enzymatic activities ascribed to LDL(−) requires further
physicochemical studies.

8. Could the Enzymatic Activities Associated with LDL(−) Act Cooperatively as a sort
of Enzymatic Complex?

Whatever the origin of PLC-like and CDase-like activities, the coincidence of the
substrates and products of these activities and those of PAF-AH paints a picture in which a
complementary effect is suggested. Figure 1 depicts a scheme of the putative cooperative
actions of these enzymatic activities, which can be divided into three stages.

In the first stage, upon an oxidative injury generating highly inflammatory oxPC,
PAF-AH could constitute a first-line defense by degrading oxPC to form LysoPC and
short-chain oxNEFA. PAF-AH binds with greater affinity to dense LDL particles, which
are more electronegative and highly susceptible to oxidation [72]. However, the binding
of PAF-AH would not be sufficient to hamper the deleterious effects of oxidation since,
although LysoPC and short-chain oxNEFA have lower inflammatory capacity than oxPC,
they are still inflammatory (reviewed in [89]).

Oxidation is known to alter the conformation of apoB-100; for instance, it increases
the reactivity of Bsol2 and Bsol7 antibodies that recognize the C-terminus of apoB-100 [88].
Here would begin the second stage, in which the oxidative injury could promote a change
in the conformation of both the N-terminal and C-terminal extremes of apoB-100, boosting
the emergence of PLC-like activity. This activity would degrade LysoPC, decreasing the
inflammatory capacity of LDL(−). The flip part of PLC-like activity is that it also has the
capacity to hydrolyze SM. The hydrolysis of SM yields Cer, which remains bound to the
LDL particle due to its hydrophobic nature, and NEFA, which presumably leaves the LDL
particle in the presence of albumin. Subsequently, Cer-rich hydrophobic spots are formed
on the surface of the lipoprotein, favoring the aggregation of LDL. In addition, Cer could
also contribute to LDL(−)-induced inflammatory and apoptotic effects. Altogether, these
effects derived from SMase-like activity would be potentially hazardous.

It is known that SM hydrolysis alters the conformation of apoB-100 (for instance,
increasing the reactivity of the N-terminal domain with Bsol10 and Bsol14) [62], which
could induce the appearance of CDase-like activity in LDL(−). This conformational change
would initiate the third stage. CDase-like activity would degrade Cer to form Sph and
NEFA [82], which would decrease the formation of Cer-rich hydrophobic spots, thereby
preventing related actions, including increased susceptibility to aggregation, inflammation,
and apoptosis. Whether the emergence of PLC-like and CDase-like activities requires the
interaction between both terminal extremes of apoB-100 or they appear in one or another
extreme is unclear and requires further investigation.
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Figure 1. Scheme of the putative cooperative actions of PAF-AH, LysoPLC, and CDase activities.
Stage 1: The attack of reactive oxygen species (ROS) on phosphatidylcholine favors the appearance of
oxidized phospholipids (oxPC) that would act as a substrate for PAF-AH coming from macrophages,
yielding LPC and oxNEFA. Stage 2: Minimal oxidation of LDL would promote a conformational
change in the N-terminus of apoB (red square) causing the appearance of LysoPLC/SMase-like
activity. The action of this enzymatic activity on the SM would produce the formation of Cer.
Stage 3: A second conformational change at the C-terminus of apoB (blue square) could favor
the appearance of CDase-like activity, which would degrade Cer, forming Sph and NEFA as the
final products. Notably, this is just one of the possible cooperation schemes between the different
enzymatic activities. With the current experimental information, we do not know if the SMase and
CDase activities appear at the C-terminus or the N-terminus, or even if the interaction of both ends is
necessary for these activities to emerge. Similarly, the proposed sequence of stages could be different
or occur simultaneously.

An important question to consider is whether the interaction between the three phos-
pholipolytic activities associated with LDL(−) and their substrates could feasibly occur as a
chain reaction; however, for this to happen, the different enzymatic activities would have to
be close to allow an easy transfer of the molecules produced by some enzymatic activities,
which will be substrates for other activities. Several studies in the literature support this
possibility. A study by Stafforini et al., in which lipoproteins containing truncated forms
of apoB were expressed, demonstrated that the carboxyl terminus of apoB plays a key
role in the association of PAF-AH with LDL [90]. In accordance with this, Gaubatz et al.
proposed that PAF-AH binds to the C-terminal α-helical domains in the apoB-100 of small
dense LDL(−), which is desorbed into the aqueous phase [72]. On the other hand, immu-
noelectron cryomicroscopy has shown that the two N- and C-terminal ends of apoB-100
are in close proximity in LDL [91]. As discussed above, N-terminals, C-terminals, or both
extremes could be involved in the PLC-like activity ascribed to LDL(−). Therefore, LysoPC
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generated by PAF-AH activity may be easily accessible, allowing it to be degraded by
PLC-like activity. This would facilitate the concerted action of the PLC-like and CDase-like
activities, enabling the degradation of Cer yielded by SMase activity. This hypothesis
suggests that the enzymes contained in LDL(−) may act in an orchestrated manner to
counteract an excessive inflammatory effect and modulate the formation of aggregates.

Another relevant issue that must be considered is identifying in which subset of
LDL(−) particles the proposed multienzyme complex could form. Since LDL(−) is highly
heterogeneous, it is most likely that this phenomenon only could occur in a few LDL(−)
particles. According to Gaubatz et al., the enzyme PAF-AH is only present in the 1% of the
densest LDL particles [72], which presumably contribute the most to the bulk of LDL(−).
Consequently, only a small part of the LDL(−) could form the multienzyme complex
hypothesized here. This is an aspect that needs to be explored in future studies. In the same
way, it will be necessary to analyze whether the presence of other minor proteins has some
kind of role in the emergence of the enzymatic activities that our hypothesis proposes.

It is also relevant that the proposed hypothesis invokes a reciprocal interaction between
the protein and lipid moieties of the lipoprotein to explain the amyloidogenic behavior
of LDL(−). Thus, alterations in surface lipids, either by oxidation or other modifications,
would cause the emergence of enzymatic activities, which, in turn, would alter the lipid
composition. Overall, these alterations would determine the functionality of LDL(−) and
its pathophysiological behavior.

The demonstration of this hypothesis requires the future development of complex
experiments. The use of monoclonal antibodies specific to each terminal end of apoB can
be very useful. On the one hand, the proximity of the two ends of apoB and PAF-AH in
LDL(−) should be demonstrated by immunoelectron cryomicroscopy experiments. On
the other hand, an attempt could be made to inhibit the enzymatic activities described
throughout this review. However, the fact that the specificity of the monoclonal antibodies
used so far for LDL(−) is not complete (although, with lower affinity, they also bind
to native LDL) could lead to misleading results. A possible alternative to monoclonal
antibodies would be the development of specific aptamers. Aptamers are fragments of
RNA or DNA that recognize specific epitopes of proteins or other molecules with great
specificity [92]. Obtaining one or several aptamers capable of inhibiting enzymatic activities
would be very useful to define the specific role of these activities. Alternatively, the search
for low-molecular weight phospholipase inhibitors or other hydrophobic molecules (such
as 17-β-estradiol or related hormones [60]) capable of inhibiting these enzymatic activities
would be of great help to confirm the proposed hypothesis.

9. Conclusions

The hypothesis presented here suggests that the different lipolytic enzymatic activities
associated with LDL(−) could act in a concerted manner as a sort of multienzymatic
complex. Of course, this “complex” would not exactly fit to the conventional definition
of multienzyme complexes, in which physical contact stemming from the protein–protein
interaction between the enzymes involved in the pathway is necessary. This hypothesis is
based on the complementarity between the different substrates and products generated by
each enzymatic activity as well as the feasibility that these activities occur within a certain
vicinity in the LDL particle.

It is difficult to interpret the effect that the consecutive actions of these enzymatic
activities may have on the function of LDL, although the evidence points to a mechanism
for avoiding the excessive modification of LDL and the ensuing atherogenic effects. In
particular, the coordinated action of these enzymatic activities could prevent LDL(−)
from becoming excessively inflammatory and large lipoprotein aggregates from forming.
However, a clear account of the origin of and mechanisms involved in these enzymatic
activities would require further investigation. Another question that arises from this scheme
is whether LDL(−) is pro-atherogenic or a physiological response to limit injury in the
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arterial wall. These open questions warrant further studies to define the role of LDL(−) in
atherosclerotic disease.

Author Contributions: Conceptualization: S.B., N.P., J.R., A.S. and J.L.S.-Q. All authors have read
and agreed to the published version of the manuscript.

Funding: This research was funded by grants PI13/00364, PI16/00471, FIS PI019/00421, and
PI20/00334 from the Instituto de Salud Carlos III, Spanish Ministry of Health (cofinanced by the
European Regional Development Fund). N.P. is a recipient of FI20/00252 from the Instituto de Salud
Carlos III. This research was supported by Consorcio Centro de Investigación Biomédica en Red
(CIBER) (CB07/08/0016), Instituto de Salud Carlos III, Ministerio de Ciencia e Innovación, and Unión
Europea—European Regional Development Fund. CIBERDEM (CB07/08/0016) is an Instituto de
Salud Carlos III project. SB is a member of RICORS-ICTUS (RD21/0006/0006). N.P., S.B., and J.L.S-Q.
are members of the Quality Research Group 2017-SGR-1149 at Generalitat de Catalunya and of the
Group of Vascular Biology of the Spanish Society of Atherosclerosis.

Institutional Review Board Statement: Not applicable.

Informed Consent Statement: Not applicable.

Data Availability Statement: Not applicable.

Conflicts of Interest: The authors declare no conflict of interest.

References
1. Ross, R. Atherosclerosis as an inflammatory disease. N. Engl. J. Med. 1999, 340, 115–126. [CrossRef] [PubMed]
2. Goldstein, J.L.; Brown, M.S. Lipoprotein receptors and the control of plasma LDL cholesterol levels. Eur. Heart J. 1992, 13, 34–36.

[CrossRef] [PubMed]
3. Kruth, H.S.; Jones, N.L.; Huang, W.; Zhao, B.; Ishii, I.; Chang, J.; Combs, C.A.; Malide, D.; Zhang, W.-Y. Macropinocytosis Is the

Endocytic Pathway That Mediates Macrophage Foam Cell Formation with Native Low Density Lipoprotein. J. Biol. Chem. 2005,
280, 2352–2360. [CrossRef]

4. Tabas, I. 2016 Russell Ross Memorial Lecture in Vascular Biology: Molecular-Cellular Mechanisms in the Progression of
Atherosclerosis. Arter. Thromb. Vasc. Biol. 2017, 37, 183–189. [CrossRef]

5. Orekhov, A.N. Modified and Dysfunctional Lipoproteins in Atherosclerosis: Effectors or Biomarkers? Curr. Med. Chem. 2019,
26, 1512–1524. [CrossRef] [PubMed]

6. Sanchez-Quesada, J.L.; Rivas-Urbina, A.; Benitez, S.; Perez, A. Modified low-density lipoproteins as biomarkers in diabetes and
metabolic syndrome. Front. Biosci. 2018, 23, 1220–1240. [CrossRef] [PubMed]

7. Summerhill, V.I.; Grechko, A.V.; Yet, S.-F.; Sobenin, I.A.; Orekhov, A.N. The Atherogenic Role of Circulating Modified Lipids in
Atherosclerosis. Int. J. Mol. Sci. 2019, 20, 3561. [CrossRef]

8. Ke, L.-Y.; Law, S.H.; Mishra, V.K.; Parveen, F.; Chan, H.-C.; Lu, Y.-H.; Chu, C.-S. Molecular and Cellular Mechanisms of
Electronegative Lipoproteins in Cardiovascular Diseases. Biomedicines 2020, 8, 550. [CrossRef]

9. Sanchez-Quesada, J.L.; Benítez, S.; Ordonez-Llanos, J. Electronegative low-density lipoprotein. Curr. Opin. Infect. Dis. 2004,
15, 329–335. [CrossRef]

10. Mello, A.P.Q.; da Silva, I.T.; Abdalla, D.S.P.; Damasceno, N.R.T. Electronegative low-density lipoprotein: Origin and impact on
health and disease. Atherosclerosis 2011, 215, 257–265. [CrossRef]

11. Sánchez-Quesada, J.L.; Benítez, S.; Otal, C.; Franco, M.; Blanco-Vaca, F.; Ordóñez-Llanos, J. Density distribution of electronegative
LDL in normolipemic and hyperlipemic subjects. J. Lipid Res. 2002, 43, 699–705. [CrossRef] [PubMed]

12. Bittolo-Bon, G.; Cazzolato, G. Analytical capillary isotachophoresis of total plasma lipoproteins: A new tool to identify atherogenic
low density lipoproteins. J. Lipid Res. 1999, 40, 170–177. [CrossRef] [PubMed]

13. Cazzolato, G.; Avogaro, P.; Bittolo-Bon, G. Characterization of a more electronegatively charged LDL subfraction by ion exchange
HPLC. Free. Radic. Biol. Med. 1991, 11, 247–253. [CrossRef] [PubMed]

14. Akyol, S.; Lu, J.; Akyol, O.; Akcay, F.; Armutcu, F.; Ke, L.-Y.; Chen, C.-H. The role of electronegative low-density lipoprotein in
cardiovascular diseases and its therapeutic implications. Trends Cardiovasc. Med. 2017, 27, 239–246. [CrossRef]

15. Sánchez-Quesada, J.L.; Estruch, M.; Benítez, S.; Ordóñez-Llanos, J. Electronegative LDL: A useful biomarker of cardiovascular
risk? Clin. Lipidol. 2012, 7, 345–359. [CrossRef]

16. Rivas-Urbina, A.; Rull, A.; Ordóñez-Llanos, J.; Sánchez-Quesada, J.L. Electronegative LDL: An Active Player in Atherogenesis or
a By- Product of Atherosclerosis? Curr. Med. Chem. 2019, 26, 1665–1679. [CrossRef]

17. Vural, H.; Armutcu, F.; Akyol, O.; Weiskirchen, R. The potential pathophysiological role of altered lipid metabolism and
electronegative low-density lipoprotein (LDL) in non-alcoholic fatty liver disease and cardiovascular diseases. Clin. Chim. Acta
2021, 523, 374–379. [CrossRef]

https://doi.org/10.1056/NEJM199901143400207
https://www.ncbi.nlm.nih.gov/pubmed/9887164
https://doi.org/10.1093/eurheartj/13.suppl_B.34
https://www.ncbi.nlm.nih.gov/pubmed/1644100
https://doi.org/10.1074/jbc.M407167200
https://doi.org/10.1161/ATVBAHA.116.308036
https://doi.org/10.2174/0929867325666180320121137
https://www.ncbi.nlm.nih.gov/pubmed/29557739
https://doi.org/10.2741/4640
https://www.ncbi.nlm.nih.gov/pubmed/28930596
https://doi.org/10.3390/ijms20143561
https://doi.org/10.3390/biomedicines8120550
https://doi.org/10.1097/00041433-200406000-00014
https://doi.org/10.1016/j.atherosclerosis.2010.12.028
https://doi.org/10.1016/S0022-2275(20)30111-5
https://www.ncbi.nlm.nih.gov/pubmed/11971940
https://doi.org/10.1016/S0022-2275(20)33353-8
https://www.ncbi.nlm.nih.gov/pubmed/9869664
https://doi.org/10.1016/0891-5849(91)90120-R
https://www.ncbi.nlm.nih.gov/pubmed/1937142
https://doi.org/10.1016/j.tcm.2016.11.002
https://doi.org/10.2217/clp.12.26
https://doi.org/10.2174/0929867325666180330093953
https://doi.org/10.1016/j.cca.2021.10.018


Int. J. Mol. Sci. 2023, 24, 7074 12 of 15

18. Akyol, O.; Chowdhury, I.; Akyol, H.R.; Tessier, K.; Vural, H.; Akyol, S. Why are cardiovascular diseases more common among
patients with severe mental illness? The potential involvement of electronegative low-density lipoprotein (LDL) L5. Med.
Hypotheses 2020, 142, 109821. [CrossRef]

19. Chen, C.; Ke, L.; Chan, H.; Chu, C.; Lee, A.-S.; Lin, K.-D.; Lee, M.; Hsiao, P.; Chen, C.; Shin, S. Electronegative low–density
lipoprotein of patients with metabolic syndrome induces pathogenesis of aorta through disruption of the stimulated by retinoic
acid 6 cascade. J. Diabetes Investig. 2019, 11, 535–544. [CrossRef]

20. Chu, C.-S.; Law, S.H.; Lenzen, D.; Tan, Y.-H.; Weng, S.-F.; Ito, E.; Wu, J.-C.; Chen, C.-H.; Chan, H.-C.; Ke, L.-Y. Clinical Significance
of Electronegative Low-Density Lipoprotein Cholesterol in Atherothrombosis. Biomedicines 2020, 8, 254. [CrossRef]

21. Avogaro, P.; Cazzolato, G.; Bittolo-Bon, G. Some questions concerning a small, more electronegative LDL circulating in human
plasma. Atherosclerosis 1991, 91, 163–171. [CrossRef] [PubMed]

22. Chan, H.-C.; Ke, L.-Y.; Chu, C.-S.; Lee, A.-S.; Shen, M.-Y.; Cruz, M.A.; Hsu, J.-F.; Cheng, K.-H.; Chan, H.-C.B.; Lu, J.; et al. Highly
electronegative LDL from patients with ST-elevation myocardial infarction triggers platelet activation and aggregation. Blood
2013, 122, 3632–3641. [CrossRef] [PubMed]

23. Shen, M.-Y.; Chen, F.-Y.; Hsu, J.-F.; Fu, R.-H.; Chang, C.-M.; Chang, C.-T.; Liu, C.-H.; Wu, J.-R.; Lee, A.-S.; Chan, H.-C.; et al.
Plasma L5 levels are elevated in ischemic stroke patients and enhance platelet aggregation. Blood 2016, 127, 1336–1345. [CrossRef]

24. Gambino, R.; Uberti, B.; Alemanno, N.; Pisu, E.; Pagano, G.; Cassader, M. In vivo oxidizability of LDL in type 2 diabetic patients
in good and poor glycemic control. Atherosclerosis 2004, 173, 103–107. [CrossRef] [PubMed]

25. Zhang, B.; Matsunaga, A.; Rainwater, D.L.; Miura, S.-I.; Noda, K.; Nishikawa, H.; Uehara, Y.; Shirai, K.; Ogawa, M.; Saku, K.
Effects of rosuvastatin on electronegative LDL as characterized by capillary isotachophoresis: The ROSARY Study. J. Lipid Res.
2009, 50, 1832–1841. [CrossRef]

26. Avogaro, P.; Bon, G.B.; Cazzolato, G. Presence of a modified low density lipoprotein in humans. Arter. Off. J. Am. Hearth Assoc.
Inc. 1988, 8, 79–87. [CrossRef]

27. De Castellarnau, C.; Sánchez-Quesada, J.L.; Benítez, S.; Rosa, R.; Caveda, L.; Vila, L.; Ordóñez-Llanos, J. Electronegative LDL
From Normolipemic Subjects Induces IL-8 and Monocyte Chemotactic Protein Secretion by Human Endothelial Cells. Arter.
Thromb. Vasc. Biol. 2000, 20, 2281–2287. [CrossRef]

28. de Castellarnau, C.; Bancells, C.; Benítez, S.; Reina, M.; Ordóñez-Llanos, J.; Sánchez-Quesada, J.L. Atherogenic and inflammatory
profile of human arterial endothelial cells (HUAEC) in response to LDL subfractions. Clin. Chim. Acta 2007, 376, 233–236.
[CrossRef]

29. Pech-Amsellem, M.A.; Myara, I.; Storogenko, M.; DeMuth, K.; Proust, A.; Moatti, N. Enhanced modifications of low-density
lipoproteins (LDL) by endothelial cells from smokers: A possible mechanism of smoking-related atherosclerosis. Cardiovasc. Res.
1996, 31, 975–983. [CrossRef]

30. Stancel, N.; Chen, C.-C.; Ke, L.-Y.; Chu, C.-S.; Lu, J.; Sawamura, T.; Chen, C.-H. Interplay between CRP, Atherogenic LDL, and
LOX-1 and Its Potential Role in the Pathogenesis of Atherosclerosis. Clin. Chem. 2016, 62, 320–327. [CrossRef]

31. Chu, C.-S.; Wang, Y.-C.; Lu, L.-S.; Walton, B.; Yilmaz, H.R.; Huang, R.Y.; Sawamura, T.; Dixon, R.A.F.; Lai, W.-T.; Chen, C.-H.; et al.
Electronegative Low-Density Lipoprotein Increases C-Reactive Protein Expression in Vascular Endothelial Cells through the
LOX-1 Receptor. PLoS ONE 2013, 8, e70533. [CrossRef] [PubMed]

32. Estruch, M.; Bancells, C.; Beloki, L.; Sanchez-Quesada, J.L.; Ordóñez-Llanos, J.; Benitez, S. CD14 and TLR4 mediate cytokine
release promoted by electronegative LDL in monocytes. Atherosclerosis 2013, 229, 356–362. [CrossRef] [PubMed]

33. Estruch, M.; Miñambres, I.; Sanchez-Quesada, J.L.; Soler, M.; Pérez, A.; Ordoñez-Llanos, J.; Benitez, S. Increased inflammatory
effect of electronegative LDL and decreased protection by HDL in type 2 diabetic patients. Atherosclerosis 2017, 265, 292–298.
[CrossRef] [PubMed]

34. Estruch, M.; Rajamäki, K.; Sanchez-Quesada, J.; Kovanen, P.; Öörni, K.; Benitez, S.; Ordoñez-Llanos, J. Electronegative LDL
induces priming and inflammasome activation leading to IL-1β release in human monocytes and macrophages. Biochim. Biophys.
Acta Mol. Cell Biol. Lipids 2015, 1851, 1442–1449. [CrossRef] [PubMed]

35. Estruch, M.; Sánchez-Quesada, J.L.; Ordóñez-Llanos, J.; Benítez, S. Ceramide-enriched LDL induces cytokine release through
TLR4 and CD14 in monocytes. Similarities with electronegative LDL. Clin. Investig. Arter. Publ. Of. Soc. Espanola Arter. 2014,
26, 131–137. [CrossRef] [PubMed]

36. Lu, J.; Yang, J.-H.; Burns, A.R.; Chen, H.-H.; Tang, D.; Walterscheid, J.P.; Suzuki, S.; Yang, C.-Y.; Sawamura, T.; Chen, C.-H.
Mediation of Electronegative Low-Density Lipoprotein Signaling by LOX-1: A possible mechanism of endothelial apoptosis. Circ.
Res. 2009, 104, 619–627. [CrossRef]

37. Tang, D.; Lu, J.; Walterscheid, J.P.; Chen, H.-H.; Engler, D.A.; Sawamura, T.; Chang, P.-Y.; Safi, H.J.; Yang, C.-Y.; Chen, C.-H.
Electronegative LDL circulating in smokers impairs endothelial progenitor cell differentiation by inhibiting Akt phosphorylation
via LOX-1. J. Lipid Res. 2008, 49, 33–47. [CrossRef]

38. Wang, Y.-C.; Lee, A.-S.; Lu, L.-S.; Ke, L.-Y.; Chen, W.-Y.; Dong, J.-W.; Lu, J.; Chen, Z.; Chu, C.-S.; Chan, H.-C.; et al. Human
electronegative LDL induces mitochondrial dysfunction and premature senescence of vascular cells in vivo. Aging Cell 2018,
17, e12792. [CrossRef]

39. Estruch, M.; Sanchez-Quesada, J.L.; Ordoñez-Llanos, J.; Benitez, S. Inflammatory intracellular pathways activated by electronega-
tive LDL in monocytes. Biochim. Biophys. Acta Mol. Cell Biol. Lipids 2016, 1861, 963–969. [CrossRef]

https://doi.org/10.1016/j.mehy.2020.109821
https://doi.org/10.1111/jdi.13158
https://doi.org/10.3390/biomedicines8080254
https://doi.org/10.1016/0021-9150(91)90198-C
https://www.ncbi.nlm.nih.gov/pubmed/1811552
https://doi.org/10.1182/blood-2013-05-504639
https://www.ncbi.nlm.nih.gov/pubmed/24030386
https://doi.org/10.1182/blood-2015-05-646117
https://doi.org/10.1016/j.atherosclerosis.2003.11.019
https://www.ncbi.nlm.nih.gov/pubmed/15177129
https://doi.org/10.1194/jlr.M800523-JLR200
https://doi.org/10.1161/01.ATV.8.1.79
https://doi.org/10.1161/01.ATV.20.10.2281
https://doi.org/10.1016/j.cca.2006.07.024
https://doi.org/10.1016/S0008-6363(96)00059-4
https://doi.org/10.1373/clinchem.2015.243923
https://doi.org/10.1371/journal.pone.0070533
https://www.ncbi.nlm.nih.gov/pubmed/23950953
https://doi.org/10.1016/j.atherosclerosis.2013.05.011
https://www.ncbi.nlm.nih.gov/pubmed/23880187
https://doi.org/10.1016/j.atherosclerosis.2017.07.015
https://www.ncbi.nlm.nih.gov/pubmed/28734591
https://doi.org/10.1016/j.bbalip.2015.08.009
https://www.ncbi.nlm.nih.gov/pubmed/26327597
https://doi.org/10.1016/j.arteri.2013.12.003
https://www.ncbi.nlm.nih.gov/pubmed/24630524
https://doi.org/10.1161/CIRCRESAHA.108.190116
https://doi.org/10.1194/jlr.M700305-JLR200
https://doi.org/10.1111/acel.12792
https://doi.org/10.1016/j.bbalip.2016.05.010


Int. J. Mol. Sci. 2023, 24, 7074 13 of 15

40. Estruch, M.; Sanchez-Quesada, J.L.; Beloki, L.; Ordoñez-Llanos, J.; Benitez, S. The Induction of Cytokine Release in Monocytes by
Electronegative Low-Density Lipoprotein (LDL) Is Related to Its Higher Ceramide Content than Native LDL. Int. J. Mol. Sci. 2013,
14, 2601–2616. [CrossRef]

41. Benítez, S.; Camacho, M.; Arcelus, R.; Vila, L.; Bancells, C.; Ordonez-Llanos, J.; Sánchez-Quesada, J.L. Increased lysophos-
phatidylcholine and non-esterified fatty acid content in LDL induces chemokine release in endothelial cells: Relationship with
electronegative LDL. Atherosclerosis 2004, 177, 299–305. [CrossRef] [PubMed]

42. Sevanian, A.; Bittolo-Bon, G.; Cazzolato, G.; Hodis, H.; Hwang, J.; Zamburlini, A.; Maiorino, M.; Ursini, F. LDL- is a lipid
hydroperoxide-enriched circulating lipoprotein. J. Lipid Res. 1997, 38, 419–428. [CrossRef] [PubMed]

43. Chang, Y.H.; Abdalla, D.S.; Sevanian, A. Characterization of Cholesterol Oxidation Products Formed by Oxidative Modification
of Low Density Lipoprotein. Free. Radic. Biol. Med. 1997, 23, 202–214. [CrossRef]

44. Chang, S.-F.; Chang, P.-Y.; Chou, Y.-C.; Lu, S.-C. Electronegative LDL Induces M1 Polarization of Human Macrophages Through a
LOX-1-Dependent Pathway. Inflammation 2020, 43, 1524–1535. [CrossRef] [PubMed]

45. Chang, P.-Y.; Chang, S.-F.; Chang, T.-Y.; Su, H.-M.; Lu, S.-C. Synergistic effects of electronegative-LDL- and palmitic-acid-triggered
IL-1β production in macrophages via LOX-1- and voltage-gated-potassium-channel-dependent pathways. J. Nutr. Biochem. 2021,
97, 108767. [CrossRef]

46. Demuth, K.; Myara, I.; Chappey, B.; Vedie, B.; Pech-Amsellem, M.A.; Haberland, M.E.; Moatti, N. A Cytotoxic Electronegative
LDL Subfraction Is Present in Human Plasma. Arter. Thromb. Vasc. Biol. 1996, 16, 773–783. [CrossRef]

47. Yang, C.-Y.; Chen, H.-H.; Huang, M.T.; Raya, J.L.; Yang, J.-H.; Chen, C.-H.; Gaubatz, J.W.; Pownall, H.J.; Taylor, A.A.; Ballantyne,
C.M.; et al. Pro-apoptotic low-density lipoprotein subfractions in type II diabetes. Atherosclerosis 2007, 193, 283–291. [CrossRef]

48. Chen, W.-Y.; Chen, Y.-F.; Chan, H.-C.; Chung, C.-H.; Peng, H.-Y.; Ho, Y.-C.; Chen, C.-H.; Chang, K.-C.; Tang, C.-H.; Lee, A.-S. Role
of apolipoprotein E in electronegative low-density lipoprotein-induced mitochondrial dysfunction in cardiomyocytes. Metabolism
2020, 107, 154227. [CrossRef]

49. Revuelta-López, E.; Cal, R.; Julve, J.; Rull, A.; Martínez-Bujidos, M.; Perez-Cuellar, M.; Ordoñez-Llanos, J.; Badimon, L.;
Sanchez-Quesada, J.L.; Llorente-Cortés, V. Hypoxia worsens the impact of intracellular triglyceride accumulation promoted by
electronegative low-density lipoprotein in cardiomyocytes by impairing perilipin 5 upregulation. Int. J. Biochem. Cell Biol. 2015,
65, 257–267. [CrossRef]

50. Puig, N.; Montolio, L.; Camps-Renom, P.; Navarra, L.; Jiménez-Altayó, F.; Jiménez-Xarrié, E.; Sánchez-Quesada, J.L.; Benitez, S.
Electronegative LDL Promotes Inflammation and Triglyceride Accumulation in Macrophages. Cells 2020, 9, 583. [CrossRef]

51. Ligi, D.; Benitez, S.; Croce, L.; Rivas-Urbina, A.; Puig, N.; Ordóñez-Llanos, J.; Mannello, F.; Sanchez-Quesada, J.L. Electronegative
LDL induces MMP-9 and TIMP-1 release in monocytes through CD14 activation: Inhibitory effect of glycosaminoglycan
sulodexide. Biochim. Biophys. Acta Mol. Basis Dis. 2018, 1864, 3559–3567. [CrossRef] [PubMed]

52. Ziouzenkova, O.; Asatryan, L.; Sahady, D.; Orasanu, G.; Perrey, S.; Cutak, B.; Hassell, T.; Akiyama, T.E.; Berger, J.P.;
Sevanian, A.; et al. Dual Roles for Lipolysis and Oxidation in Peroxisome Proliferation-Activator Receptor Responses to
Electronegative Low Density Lipoprotein. J. Biol. Chem. 2003, 278, 39874–39881. [CrossRef] [PubMed]

53. Benítez, S.; Bancells, C.; Ordóñez-Llanos, J.; Sánchez-Quesada, J.L. Pro-inflammatory action of LDL(−) on mononuclear cells is
counteracted by increased IL10 production. Biochim. et Biophys. Acta Mol. Cell Biol. Lipids 2007, 1771, 613–622. [CrossRef]

54. Benítez, S.; Sanchez-Quesada, J.L.; Ribas, V.; Jorba, O.; Blanco-Vaca, F.; González-Sastre, F.; Ordóñez-Llanos, J. Platelet-Activating
Factor Acetylhydrolase Is Mainly Associated with Electronegative Low-Density Lipoprotein Subfraction. Circulation 2003,
108, 92–96. [CrossRef] [PubMed]

55. Bancells, C.; Canals, F.; Benítez, S.; Colomé, N.; Julve, J.; Ordonez-Llanos, J.; Sánchez-Quesada, J.L. Proteomic analysis of
electronegative low-density lipoprotein. J. Lipid Res. 2010, 51, 3508–3515. [CrossRef]

56. Martínez-Bujidos, M.; Rull, A.; González-Cura, B.; Pérez-Cuéllar, M.; Montoliu-Gaya, L.; Villegas, S.; Ordóñez-Llanos, J.; Sánchez-
Quesada, J.L. Clusterin/apolipoprotein J binds to aggregated LDL in human plasma and plays a protective role against LDL
aggregation. FASEB J. 2014, 29, 1688–1700. [CrossRef]

57. Hevonoja, T.; Pentikäinen, M.O.; Hyvönen, M.T.; Kovanen, P.T.; Ala-Korpela, M. Structure of low density lipoprotein (LDL)
particles: Basis for understanding molecular changes in modified LDL. Biochim. et Biophys. Acta Mol. Cell Biol. Lipids 2000,
1488, 189–210. [CrossRef]

58. Sánchez-Quesada, J.L.; Villegas, S.; Ordóñez-Llanos, J. Electronegative low-density lipoprotein. A link between apolipoprotein B
misfolding, lipoprotein aggregation and proteoglycan binding. Curr. Opin. Infect. Dis. 2012, 23, 479–486. [CrossRef]

59. Parasassi, T.; De Spirito, M.; Mei, G.; Brunelli, R.; Greco, G.; Lenzi, L.; Maulucci, G.; Nicolai, E.; Papi, M.; Arcovito, G.; et al. Low
density lipoprotein misfolding and amyloidogenesis. FASEB J. 2008, 22, 2350–2356. [CrossRef]

60. Brunelli, R.; Spirito, M.; Mei, G.; Papi, M.; Perrone, G.; Stefanutti, C.; Parasassi, T. Misfolding of Apoprotein B-100, LDL
Aggregation and 17-β -estradiol in Atherogenesis. Curr. Med. Chem. 2014, 21, 2276–2283. [CrossRef]

61. Bancells, C.; Benítez, S.; Jauhiainen, M.; Ordonez-Llanos, J.; Kovanen, P.T.; Villegas, S.; Sanchez-Quesada, J.L.; Öörni, K. High
binding affinity of electronegative LDL to human aortic proteoglycans depends on its aggregation level. J. Lipid Res. 2009, 50,
446–455. [CrossRef] [PubMed]

62. Bancells, C.; Benítez, S.; Ordóñez-Llanos, J.; Öörni, K.; Kovanen, P.T.; Milne, R.W.; Sánchez-Quesada, J.L. Immunochemical
Analysis of the Electronegative LDL Subfraction Shows That Abnormal N-terminal Apolipoprotein B Conformation Is Involved
in Increased Binding to Proteoglycans. J. Biol. Chem. 2011, 286, 1125–1133. [CrossRef]

https://doi.org/10.3390/ijms14022601
https://doi.org/10.1016/j.atherosclerosis.2004.07.027
https://www.ncbi.nlm.nih.gov/pubmed/15530903
https://doi.org/10.1016/S0022-2275(20)37250-3
https://www.ncbi.nlm.nih.gov/pubmed/9101423
https://doi.org/10.1016/S0891-5849(96)00626-0
https://doi.org/10.1007/s10753-020-01229-6
https://www.ncbi.nlm.nih.gov/pubmed/32394286
https://doi.org/10.1016/j.jnutbio.2021.108767
https://doi.org/10.1161/01.ATV.16.6.773
https://doi.org/10.1016/j.atherosclerosis.2006.08.059
https://doi.org/10.1016/j.metabol.2020.154227
https://doi.org/10.1016/j.biocel.2015.06.014
https://doi.org/10.3390/cells9030583
https://doi.org/10.1016/j.bbadis.2018.09.022
https://www.ncbi.nlm.nih.gov/pubmed/30254012
https://doi.org/10.1074/jbc.M306786200
https://www.ncbi.nlm.nih.gov/pubmed/12878589
https://doi.org/10.1016/j.bbalip.2007.03.001
https://doi.org/10.1161/01.CIR.0000072791.40232.8F
https://www.ncbi.nlm.nih.gov/pubmed/12821559
https://doi.org/10.1194/jlr.M009258
https://doi.org/10.1096/fj.14-264036
https://doi.org/10.1016/S1388-1981(00)00123-2
https://doi.org/10.1097/MOL.0b013e328357c933
https://doi.org/10.1096/fj.07-097774
https://doi.org/10.2174/0929867321666140120114944
https://doi.org/10.1194/jlr.M800318-JLR200
https://www.ncbi.nlm.nih.gov/pubmed/18952981
https://doi.org/10.1074/jbc.M110.175315


Int. J. Mol. Sci. 2023, 24, 7074 14 of 15

63. Blanco, F.; Villegas, S.; Benítez, S.; Bancells, C.; Diercks, T.; Ordonez-Llanos, J.; Sánchez-Quesada, J.L. 2D-NMR reveals different
populations of exposed lysine residues in the apoB-100 protein of electronegative and electropositive fractions of LDL particles. J.
Lipid Res. 2010, 51, 1560–1565. [CrossRef] [PubMed]

64. Ke, L.-Y.; Engler, D.A.; Lu, J.; Matsunami, R.K.; Chan, H.-C.; Wang, G.-J.; Yang, C.-Y.; Chang, J.-G.; Chen, C.-H. Chemical
composition-oriented receptor selectivity of L5, a naturally occurring atherogenic low-density lipoprotein. Pure Appl. Chem. 2011,
83, 1731–1740. [CrossRef] [PubMed]

65. Liu, H.; Scraba, D.G.; Ryan, R.O. Prevention of phospholipase-C induced aggregation of low density lipoprotein by amphipathic
apolipoproteins. FEBS Lett. 1993, 316, 27–33. [CrossRef]

66. Khoo, J.C.; Miller, E.; McLoughlin, P.; Steinberg, D. Prevention of low density lipoprotein aggregation by high density lipoprotein
or apolipoprotein A-I. J. Lipid Res. 1990, 31, 645–652. [CrossRef]

67. Brunelli, R.; Balogh, G.; Costa, G.; De Spirito, M.; Greco, G.; Mei, G.; Nicolai, E.; Vigh, L.; Ursini, F.; Parasassi, T. Estradiol Binding
Prevents ApoB-100 Misfolding in Electronegative LDL(−). Biochemistry 2010, 49, 7297–7302. [CrossRef]

68. Benítez, S.; Villegas, V.; Bancells, C.; Jorba, O.; González-Sastre, F.; Ordóñez-Llanos, J.; Sánchez-Quesada, J.L. Impaired Binding
Affinity of Electronegative Low-Density Lipoprotein (LDL) to the LDL Receptor Is Related to Nonesterified Fatty Acids and
Lysophosphatidylcholine Content. Biochemistry 2004, 43, 15863–15872. [CrossRef]

69. Bancells, C.; Villegas, S.; Blanco, F.; Benítez, S.; Gállego, I.; Beloki, L.; Pérez-Cuellar, M.; Ordonez-Llanos, J.; Sánchez-Quesada, J.L.
Aggregated Electronegative Low Density Lipoprotein in Human Plasma Shows a High Tendency toward Phospholipolysis and
Particle Fusion. J. Biol. Chem. 2010, 285, 32425–32435. [CrossRef]

70. Ursini, F.; Davies, K.J.; Maiorino, M.; Parasassi, T.; Sevanian, A. Atherosclerosis: Another protein misfolding disease? Trends Mol.
Med. 2002, 8, 370–374. [CrossRef]

71. Jayaraman, S.; Gantz, D.L.; Gursky, O. Effects of phospholipase A2 and its products on structural stability of human LDL:
Relevance to formation of LDL-derived lipid droplets. J. Lipid Res. 2011, 52, 549–557. [CrossRef] [PubMed]

72. Gaubatz, J.W.; Gillard, B.K.; Massey, J.B.; Hoogeveen, R.C.; Huang, M.; Lloyd, E.E.; Raya, J.L.; Yang, C.-Y.; Pownall, H.J. Dynamics
of dense electronegative low density lipoproteins and their preferential association with lipoprotein phospholipase A2. J. Lipid
Res. 2007, 48, 348–357. [CrossRef] [PubMed]

73. Tselepis, A.D.; Dentan, C.; Karabina, S.-A.P.; Chapman, M.J.; Ninio, E. PAF-Degrading Acetylhydrolase Is Preferentially Associated
with Dense LDL and VHDL-1 in Human Plasma. Catalytic characteristics and relation to the monocyte-derived enzyme. Arter.
Thromb. Vasc. Biol. 1995, 15, 1764–1773. [CrossRef] [PubMed]

74. Berneis, K.K.; Krauss, R.M. Metabolic origins and clinical significance of LDL heterogeneity. J. Lipid Res. 2002, 43, 1363–1379.
[CrossRef]

75. Stafforini, D.M. Plasma PAF-AH (PLA2G7). Biochemical Properties, Association with LDLs and HDLs, and Regulation of
Expression. Enzymes 2015, 38, 71–93. [CrossRef]

76. Chen, C.-H. Platelet-activating factor acetylhydrolase: Is it good or bad for you? Curr. Opin. Infect. Dis. 2004, 15, 337–341.
[CrossRef]

77. Stafforini, D.M.; Zimmerman, G.A. Unraveling the PAF-AH/Lp-PLA2 controversy. J. Lipid Res. 2014, 55, 1811–1814. [CrossRef]
78. MacPhee, C.H.; Moores, K.E.; Boyd, H.F.; Dhanak, D.; Ife, R.J.; Leach, C.A.; Leake, D.S.; Milliner, K.J.; Patterson, R.A.;

Suckling, K.E.; et al. Lipoprotein-associated phospholipase A2, platelet-activating factor acetylhydrolase, generates two bioactive
products during the oxidation of low-density lipoprotein: Use of a novel inhibitor. Biochem. J. 1999, 338, 479–487. [CrossRef]

79. Bancells, C.; Sánchez-Quesada, J.L.; Birkelund, R.; Ordóñez-Llanos, J.; Benítez, S. HDL and electronegative LDL exchange anti-
and pro-inflammatory properties. J. Lipid Res. 2010, 51, 2947–2956. [CrossRef]

80. Bancells, C.; Benítez, S.; Villegas, S.; Jorba, O.; Ordóñez-Llanos, J.; Sánchez-Quesada, J.L. Novel Phospholipolytic Activities
Associated with Electronegative Low-Density Lipoprotein Are Involved in Increased Self-Aggregation. Biochemistry 2008,
47, 8186–8194. [CrossRef]

81. Rivas-Urbina, A.; Rull, A.; Montoliu-Gaya, L.; Pérez-Cuellar, M.; Ordóñez-Llanos, J.; Villegas, S.; Sánchez-Quesada, J.L. Low-
density lipoprotein aggregation is inhibited by apolipoprotein J-derived mimetic peptide D-[113–122]apoJ. Biochim. Biophys. Acta
Mol. Cell Biol. Lipids 2020, 1865, 158541. [CrossRef]

82. Puig, N.; Rives, J.; Estruch, M.; Aguilera-Simon, A.; Rotllan, N.; Camacho, M.; Colomé, N.; Canals, F.; Sánchez-Quesada, J.L.;
Benitez, S. Presence of Ceramidase Activity in Electronegative LDL. Int. J. Mol. Sci. 2022, 24, 165. [CrossRef]

83. Lu, M.; Gursky, O. Aggregation and fusion of low-density lipoproteins in vivo and in vitro. Biomol. Concepts 2013, 4, 501–518.
[CrossRef] [PubMed]

84. Kinnunen, P.K.J. Sphingomyelinase Activity of LDL A Link between Atherosclerosis, Ceramide, and Apoptosis? Trends Cardiovasc.
Med. 2002, 12, 37–42. [CrossRef]

85. Puig, N.; Estruch, M.; Jin, L.; Sanchez-Quesada, J.L.; Benitez, S. The Role of Distinctive Sphingolipids in the Inflammatory and
Apoptotic Effects of Electronegative LDL on Monocytes. Biomolecules 2019, 9, 300. [CrossRef]

86. Holopainen, J.M.; Medina, O.P.; Metso, A.J.; Kinnunen, P.K. Sphingomyelinase Activity Associated with Human Plasma Low
Density Lipoprotein. J. Biol. Chem. 2000, 275, 16484–16489. [CrossRef] [PubMed]

87. Ke, L.-Y.; Chan, H.-C.; Chen, C.-C.; Lu, J.; Marathe, G.K.; Chu, C.-S.; Chan, H.-C.; Wang, C.-Y.; Tung, Y.-C.; McIntyre, T.M.; et al.
Enhanced Sphingomyelinase Activity Contributes to the Apoptotic Capacity of Electronegative Low-Density Lipoprotein. J. Med.
Chem. 2016, 59, 1032–1040. [CrossRef] [PubMed]

https://doi.org/10.1194/jlr.D002642
https://www.ncbi.nlm.nih.gov/pubmed/20110441
https://doi.org/10.1351/PAC-CON-10-12-07
https://www.ncbi.nlm.nih.gov/pubmed/24198440
https://doi.org/10.1016/0014-5793(93)81730-N
https://doi.org/10.1016/S0022-2275(20)42832-9
https://doi.org/10.1021/bi100715f
https://doi.org/10.1021/bi048825z
https://doi.org/10.1074/jbc.M110.139691
https://doi.org/10.1016/S1471-4914(02)02382-1
https://doi.org/10.1194/jlr.M012567
https://www.ncbi.nlm.nih.gov/pubmed/21220788
https://doi.org/10.1194/jlr.M600249-JLR200
https://www.ncbi.nlm.nih.gov/pubmed/17102149
https://doi.org/10.1161/01.ATV.15.10.1764
https://www.ncbi.nlm.nih.gov/pubmed/7583554
https://doi.org/10.1194/jlr.R200004-JLR200
https://doi.org/10.1016/bs.enz.2015.09.004
https://doi.org/10.1097/00041433-200406000-00015
https://doi.org/10.1194/jlr.E052886
https://doi.org/10.1042/bj3380479
https://doi.org/10.1194/jlr.M005777
https://doi.org/10.1021/bi800537h
https://doi.org/10.1016/j.bbalip.2019.158541
https://doi.org/10.3390/ijms24010165
https://doi.org/10.1515/bmc-2013-0016
https://www.ncbi.nlm.nih.gov/pubmed/25197325
https://doi.org/10.1016/S1050-1738(01)00143-8
https://doi.org/10.3390/biom9080300
https://doi.org/10.1074/jbc.275.22.16484
https://www.ncbi.nlm.nih.gov/pubmed/10828058
https://doi.org/10.1021/acs.jmedchem.5b01534
https://www.ncbi.nlm.nih.gov/pubmed/26766134


Int. J. Mol. Sci. 2023, 24, 7074 15 of 15

88. Zawadzki, Z.; Milne, R.W.; Marcel, Y.L. Cu2(+)-mediated oxidation of dialyzed plasma: Effects on low and high density
lipoproteins and cholesteryl ester transfer protein. J. Lipid Res. 1991, 32, 243–250. [CrossRef] [PubMed]

89. Wilensky, R.L.; Macphee, C.H. Lipoprotein-associated phospholipase A2 and atherosclerosis. Curr. Opin. Infect. Dis. 2009, 20,
415–420. [CrossRef] [PubMed]

90. Stafforini, D.M.; Tjoelker, L.W.; McCormick, S.P.A.; Vaitkus, D.; McIntyre, T.M.; Gray, P.W.; Young, S.G.; Prescott, S.M. Molecular
Basis of the Interaction between Plasma Platelet-activating Factor Acetylhydrolase and Low Density Lipoprotein. J. Biol. Chem.
1999, 274, 7018–7024. [CrossRef]

91. Liu, Y.; Atkinson, D. Immuno-electron cryo-microscopy imaging reveals a looped topology of apoB at the surface of human LDL.
J. Lipid Res. 2011, 52, 1111–1116. [CrossRef] [PubMed]

92. Zhou, J.; Rossi, J. Aptamers as targeted therapeutics: Current potential and challenges. Nat. Rev. Drug Discov. 2017, 16, 181–202.
[CrossRef] [PubMed]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

https://doi.org/10.1016/S0022-2275(20)42085-1
https://www.ncbi.nlm.nih.gov/pubmed/1712374
https://doi.org/10.1097/MOL.0b013e3283307c16
https://www.ncbi.nlm.nih.gov/pubmed/19667981
https://doi.org/10.1074/jbc.274.11.7018
https://doi.org/10.1194/jlr.M013946
https://www.ncbi.nlm.nih.gov/pubmed/21460103
https://doi.org/10.1038/nrd.2016.199
https://www.ncbi.nlm.nih.gov/pubmed/27807347

	LDL Modification and Atherosclerosis 
	Association of LDL(-) with Disease 
	Atherogenic Properties of LDL(-) 
	Some Potentially Protective Properties of LDL(-) 
	Structural Alterations in LDL(-) 
	Enzymatic Activities Associated with LDL(-) 
	Origin of PLC-Like and CDase-Like Activities Associated with LDL(-) 
	Could the Enzymatic Activities Associated with LDL(-) Act Cooperatively as a sort of Enzymatic Complex? 
	Conclusions 
	References

