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ESTRUCTURA DE LA PONENCIA

CONTEXT IMPACTE
PhyloGenaome com a/projecte ' Impacte en I'aprenentatge de
d'innovacié docent Palumnat i en la'societat
0BJECTIUS PEDAGOGICS DIFUSIO
Objectius pedagogics en Difusio dels recursos a.comunitats
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Phylo

PHYLOGAME.ORG co NTEXT

DINAMICA DE JOCINSPIRADAEN LA
CIENCIA EN SEQUENCIACIO GENOMICA

PhyloGenome explora
SPECIES el/fastinantmon’de la
_ CARDS seqiienciacio
ponecas Yy gengmica, permetent-
b te decidircom es
EVENT & Phylongome desenvolupara la
HOME historia ded’era de 13
CARDS seqiléndigeio.

Credits: Phylogame.org:
Henorah-0:Neil
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progress cord.

What is Phylogenome?
Pyl explores the f
world of genome sequencing,  allowing
you to decide how the histery of the
sequencing era will unfold. This game
combines  scientifie  concepts  with
strategic gameplay, where you will toke
turns playing sequencing prejects from
a vast array of potential species. The
gool'is to accumulate the)most points
by the end of the gamae.
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Compatfibility

In-garme cards in PhyleGenome must be
compatible Cards adjodent
them. When gloying
adhere to the following requirements:
Genome scofe L.compatibility: - The
genomi scale of the played card and all
adjacent cards must share the same
number or hove a difference of one.
- Sequencing generation limil: You may
only playcards up to your current
sequencing generation technology.

Actions | may lsad ko incompatible
cennections or empty spaces, resulting in
@ sechion of the cords becoming
disconnected . from  the generation
progress tards, In such cases, each player
has until the end of their next turn to fix it.
If they don'tl ) all

Discard pile  Sequencing

Types of cards

Species/cards are the constructing blocks
of the gome and the source of the points.
These cards provide information ‘about
the species ond its first genome
sequencing project. They -also provide
details regerding how they®are played.
Discarded species cards go to the discard
pile of the player the card was facing.

Genomic
interest

information

Smem"mg
generation

Event cords-offect the gome dynamicg™

Thery can either be played:
~“Boteath oo species card. affecting
until either one is discarded. If the

hitable, having o constant
wntil it is discarded.

- Byginfluanding the (game ram
andthen being discorded
Detailed playing rules for each event
can be found ot the games web page
phylbgancmie.cicsuabitng.

Discarded event cords go'to the discard
pile of the player who ployed the card;
thus, always place them facing yourself

Generation progress cords trock—the

Preparation:

Pick a random cord, the player whose
Birfhdoy is closest to its publication date,
starts. Then prepare the game:

1. Each player sits facing each other with
their deck of cards facing down next to
them. The recommended composition is
25 1o 5 of

Vo

cofor each player.
Each ‘player places a g
progress cord of the first generation on
the table facing therm them side by side.

4 Each player drows 4 cardi frem
their respective deck.

Blayer turn

Each turn is divided into four steps:

I Activate your start-of-turn, actions:
Trigger any action specified to aclivate
“Atthe start of your burn”,

bachraiogical s, The ployers
start with a sequencing machine that is
updated o5 the game progresses.

2. brow acord: Draw a-card from your
deck ond put it into your hand,

3. Actions! Perform up to three of the
following ‘octions; yeu may repeat any
except for playing an event card:

4. End of turn; The turn| ends, -ond

cards  in. incompalible | spots o
disconnected from  the | generation
progress cards ore discarded.

Counfing points

The game ends when both players have
played all their species cards, To finish,
‘count the points as follows:

1-Spacins card peints: Sum the points of
evary. species card facing you. Apply the
effects of any event card beneath them.

=y
and up'w
a certain generationud.
gengration’s g 5 sk

you can only ploy cards from the previous
generations until you meet the 4 cords
requirement. However, any species cords
already played stay in-garme. You can
alse jump from third to first generation in
this way.

2. Sequencing generation points! Caunt:
the number of species cards using each
sequencing  generation, —then  multiphy.
each totel by 12, and 3 respectively.

3. Spetial For the player with:

thelor ciescoras with
ordered publication dates (chain must be
lenger than 5): 15points

nterest
areat Gmeng specie:
rthe

Cratits; Phylogame.arg, Hanatah & Naill
Funded by: Liniversitat Auténoma de Barcelona
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Garden pea
Pisum sati
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The Garden pea has a jump of 2. The C urtle

First publication date: Jul 19
Genome size: :

Coding genes: 40,025

Unigue chromosomes: 7

First publication date: Jul 1
:2,100 Mb
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https://phylogenome.omicsuab.org/
https://www.instagram.com/phylogenome/
https://www.makeplayingcards.com/
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