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Exercici 

 

1. Suposem que has de buscar una sèrie d’articles publicats a la revista següent. 
Comprova si està disponible a la UAB 
 

Scientific programming, 2011 

 
 
 
2. I l’article següent? 
 
 
Scalable online comparative genomics of mononucleosomes: A bigjob 
ACM International Conference Proceeding Series 
2013, Article number23 
 
 
3. De l’entrada Comparative genomics de la Wikipedia, localitza el llibre: on es pot 
trobar i en quina versió, paper o digital? 
 
 
Filipski A, Kumar S (2005): "Comparative genomics in eukaryotes" 
 
Bergman NH, ed. (2007). Comparative Genomics Humana Press. 
 
 
4. Què falta en les següents referències? 
 
E. Myers, "Whole genome sequencing, comparative genomics, and systems 
biology, 2004, pp. 4.  
 
 
A. Singh, Chen Chen, Weiguo Liu, W. Mitchell and B. Schmidt, Information 
Technology in Biomedicine, 
 
 
 
 
 

http://en.wikipedia.org/wiki/Comparative_genomics
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5. Exemples de citacions: 
 
Segons l’estil IEEE 
 
 

[1] D. Berrar, W. Dublizky, S. Solinas-Toldo, S. Buloshevska, M. Granzow, C. Conrad, J. Kalla, P. 
Lichter and R. Eils, "A database system for comparative genomic hybridization analysis," 

Engineering in Medicine and Biology Magazine, IEEE, vol. 20, pp. 75-83, 2001.  

[2] A. R. Mushegian, "Finding sequence similarities," in Foundations of Comparative Genomics 

Burlington: Academic Press, 2007, pp. 5-23.  

 [3] H. Lindroos and S. G. E. Andersson, "Visualizing metabolic pathways: comparative genomics 

and expression analysis," Proceedings of the IEEE, vol. 90, pp. 1793-1802, 2002.  

[4] A. R. Mushegian, Foundations of Comparative Genomics. Amsterdam etc.: Academic Press, 

2007.  

[5] E. Myers, "Whole genome sequencing, comparative genomics, and systems biology," in 

Computational Systems Bioinformatics Conference, 2004. CSB 2004. Proceedings. 2004 IEEE, 

2004, pp. 4.  

[6] A. Singh, Chen Chen, Weiguo Liu, W. Mitchell and B. Schmidt, "A Hybrid Computational Grid 

Architecture for Comparative Genomics," Information Technology in Biomedicine, IEEE 

Transactions on, vol. 12, pp. 218-225, 2008.  

 

 

 

 

 

 

 

 

 


