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INTRODUCTION METHODOLOGY

There is good knowledge of the direct effect of food on human

health. Also, long ago, microbiologists defined the existence of Publmed m
microorganisms that inhabit the human body. Both findings lead = )

scientists to develop approaches to relate both subjects, searching @ gfgl‘i’:;;eues — Natonal nsittes
for microbial patterns and improvements in health leaded by food

changes.

OBIJECTIVES METAGENOMICS

The aim of this review is to describe the rEIationShip between gut Whole genome Study without re|ying on culture
microbiota and food. Therefore understanding how it affects human methods. Provides information about the genome,
health by analysing metagenomic insights. taxonomy, diversity, and abundance of a sample.

Sample preparation

HUMAN GASTROINTESTINAL MICROBIOTA DNA extraction ¢ e
400-1500 species in the gut, most of them OTU, not ,"3" (DNA amplification) /Amplicon Sequencing
characterized yet. 7 Amplicon Sec
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Amplification and
sequencing of a
common gene. RNA 16s

Present domains are Bacteria, Archaea and Eukarya and the Bact;r'o)i"dlet;s
most dominant bacteria are from phylums Bacteroidetes,

Firmicutes, Proteobacteria, Actinobacteria, Fusobacteria 7f_“5'*~;?; N Sequencing
and Verrucomicrobia N ALY

DNA library

oy Data analysis | \/"Shotgun metagenomics
Firmicutes Sequencing of the
\ whole genome

What does the gut microbiota do?

Regulation of population « Vitamin B and K production
« SCFA production, butyrate,

Carbohydrate degradation ;
acetate, and propionate

) PREBIOTICS
How does illness affect? L ) . )
Non-digestive ingredients that alter microbial
755 Gut illnesses such as Crohn disease, ulcerative colitis or composition and activity by its fermentation, leading
# irritable bowel syndrome suffer dysbiosis: variations in to improvements in health
the microbe comunities « Inulin J Zi

« Oligosaccharides » Fructans

REVIEW OF TRIALS

Low FODMAP in IBS and IDB Prebiotics in healthy adults

Increase in abundance and gas producers,
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Irritable bowel disease symptom severity scoring IBS patients following
Low and High FODMAP diets
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Symptoms relief by the reduction of gas formation.
Reduction in beneficial microbiota, SCFA producers.
Increase of the risk of pathogen implantation.
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Percentage of universal 165 rRNA gene copies

B. adolescentis B. longum  B. catenulatum group  B. bifidum

Microbial tree after suplementation with

Genera Bifidobacterium in feces after inulin different prebiotics

suplementation

CONCLUSIONS

There is an association between food ingestion and the modulation of microbiota. Although, current studies do not provide
enough evidence to relate its effects to health or disease. Further investigation is necessary.
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